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<160> 69 

<170> Patentln version 3.3 

<210> 1 

<211> 1181 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 1 

cacgaggctg 

cggcccccag 

cctggatgct 

gcggccgctc 

tggcgagccc 

gcggcgcgcg 

aactgcgcat 

ccgtggcgcc 

atatcggcca 

ggcagcgcgg 

cgcagatgca 

tatccgccgt 

ctgcacccga 

aggcgatgga 

agacctggat 

caactgacgc 

ccttggcaga 

gggtgagagc 

atagggctag 

tgaataaact 



gaaggggcca 
acgcgccgcc 
ctctgcggcc 
cctcgtctcg 
cgcgcggcca 
cagcagccgc 
gcgcacgctg 
cgcgggccag 
cctgtcggcc 
tgacgcgggg 
gacacggacg 
ccgcgccggg 
gccgcgcgac 
gccaagccca 
gcccctctcg 
cgtctctgtg 
ctgcctttcc 
cgtccccacc 
acactttgag 
gtactggtgt 



cttcacacct 
gctgccatgg 
tggggcccaa 
tccccagact 
ggcaccctcc 
ctgggcagcg 
gcccgcgccc 
agcctgacca 
gtgctaggcc 
tcccctcggg 
caggctgagg 
gcgtcctggg 
ccgcctgcgc 
ccgtccccgc 
cctctggagt 
agcaccgagg 
tggaagaggg 
gcggcggccc 
gcaagcagga 
caaaaaaaaa 



cgggctcggc 
cccagcccct 
ctcggcggcc 
catggggcag 
gggacccccg 
ggcagaggca 
tgcacgagct 
agatcgagac 
tcagcgagga 
gctgcccgct 
ggcaggggca 
gatccccgcc 
tgttcgccga 
tccttccggg 
ggctgcctga 
ctttttggcc 
cacgggcgat 
ttctcagccc 
ggctctgcct 
aaaaaaaaaa 



ataaagcggc 
gtgcccgccg 
gccgccctcc 
caccccagcc 
cgccccctcc 
gagcgccagt 
gcgccgcttt 
gctgcgcctg 
gagtctccag 
gtgccccgac 
ggggcgcggg 
tgcctgcccc 
ggcggcgtgc 
cgacgtgctg 
ggagcccaag 
tcagcacctt 
cccgacgggg 
ctccctccat 
aatgtgaatt 



cgccggccgc 
ctctccgagt 
gacaaggact 
gacagccccg 
gtaggtaggc 
gagcgggaga 
ctaccgccgt 
gctatccgct 
cgccggtgcc 
gactgccccg 
ctgggcctgg 
ggagcccgag 
ccggaagggc 
gctctgttgg 
tgacaaggga 
cgaagtggtt 
gcattcctgc 
ggagggaccc 
tatttatttg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1181 



<210> 2 

<211> 268 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 2 



Met Ala Gin Pro Leu Cys Pro Pro Leu Ser Glu Ser Trp Met Leu Ser 
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15 



Ala Ala Trp Gly Pro Thr Arg Arg Pro Pro Pro Ser Asp Lys Asp Cys 
20 25 30 



Glv Arg Ser Leu Val Ser Ser Pro Asp Ser Trp Gly Ser Thr Pro Ala 
35 40 45 

Asp Ser Pro Val Ala Ser Pro Ala Arg Pro Gly Thr Leu Arg Asp Pro 
50 55 60 

Arg Ala Pro Ser Val Gly Arg Arg Gly Ala Arg Ser Ser Arg Leu Gly 
65 70 75 80 

Ser Gly Gin Arg Gin Ser Ala Ser Glu Arg Glu Lys Leu Arg Met Arg 
85 90 95 



Thr Leu Ala Arg Ala Leu His Glu Leu Arg Arg Phe Leu Pro Pro Ser 
100 105 HO 



Val Ala Pro Ala Gly Gin Ser Leu Thr Lys lie Glu Thr Leu Arg Leu 
115 120 125 

# 

Ala He Arg Tyr He Gly His Leu Ser Ala Val Leu Gly Leu Ser Glu 
130 " 135 140 



Glu Ser Leu Gin Arg Arg Cys Arg Gin Arg Gly Asp Ala Gly Ser Pro 
145 150 155 160 

Arg Gly Cys Pro Leu Cys Pro Asp Asp Cys Pro Ala Gin Met Gin Thr 

165 170 175 



Arg Thr Gin Ala Glu Gly Gin Gly Gin Gly Arg Gly Leu Gly Leu Val 
180 185 190 



Ser Ala Val Arg Ala Gly Ala Ser Trp Gly Ser Pro Pro Ala Cys Pro 
195 ~ 200 205 



Gly Ala Arg Ala Ala Pro Glu Pro Arg Asp Pro Pro Ala Leu Phe Ala 
210 215 220 



Glu Ala Ala Cys Pro Glu Gly Gin Ala Met Glu Pro Ser Pro Pro Ser 
225 230 235 240 



Pro Leu Leu Pro Gly Asp Val Leu Ala Leu Leu Glu Thr Trp Met Pro 
245 250 255 
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Leu Ser Pro Leu Glu Trp Leu Pro Glu Glu Pro Lys 
260 265 



<210> 
<211> 
<212> 
<213> 



3 

397 
DNA 

Artificial 



<220> 
<223> 



cDNA or: putative protein derived from a • cDNA . 



<400> 3 

tttttttttt 

atccttccaa 

tctgcctggc 

tccttcaatc 

gcctcaattg 

ggtgagcagc 

ggcagcgagg 



tttttttacc 
gaagagagtt 
tgotctgtgc 
ccaggagaag 
catggtttcc 
agggcagccc 
aggagggagt 



tttttacata 
gttgggaggc 
tctgtgtcct 
tctcctcgga 
cgagtcctca 
ctgtgcctct 
ttctccaagg 



tttttttatt 
ctcaggtctg 
ctcctttctt 
tgtcagcgcc 
gctccagaag 
gtctctgccg 
acagaag 



ttccttcagc 
ggcccttctc 
tcgcttcctc 
tctaaagcag 
accaggcaga 
agtcactccg 



aacatcccag 
agctcctggc 
caaacattgc 
cccaaggctt 
tgggtggacc 
aagcccggca 



60 
120 
180 
240 
300 
360 
397 



<210> 4 

<211> 1693 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or- putative protein derived from a cDNA. 



<400> 4 

tatccccatc 

gctagctagt 

ccctcccggc 

ttctcaccga 

cgcgcggaga 

cgttctcgag 

gctccccggg 

gtgtggcctg 

gcagtccccc 

ccccttcggg 

cacggtgact 

cgtccctaaa 

ggcccggaag 

ctcttcatcc 

cggagtgact 

tctgcctggt 

ctgctttaga 

agcccaccgg 

cgagttccat 

ggcttcccag 

gtcttcagag 

ggccaaaaaa 

cgtgtgtgtc 

caaggtccag 

tggccgccgg 

caaggagatt 

gaaaggttgg 

catccctgag 



cttagcaggg 
cc<gggccttt 
ttcctttctt 
aacjcacgtaa 
ggotggggtg 
tgtgcagagg 
tgggtgaggg 
tggtctcgga 
tcccatagac 
gccagagttt 
tgattacact 
cccjcctacag 
ggccttcgtc 
caccttctgt 
cg<gcagagac 
cttctggagc 
ggcgctgaca 
gctctgggaa 
ttcttgaaga 
gacfctgttct 
tgtatttcct 
tgtttggagg 
tgcagagaag 
gcsLgccctct 
agaggagaag 
tggtcagcaa 
ggaggggggg 
ccttacgctt 



aggtgctggt 
tccccccccc 
tgtagccacc 
tcgccggtgt 
cgcccccatg 
gcggtgagag 
atgccctgga 
gtctgttctc 
ttgctctggg 
gaagccgtgg 
ctctcattca 
ccagaacggc 
ttacccggga 
ccttggagaa 
agaggcacag 
tgaggactcg 
tccgaggaga 
agacccgact 
ggccggcgcg 
ttctcaggag 
tttatcgtca 
aagaaaaaca 
ggagggagcc 
gcagggccgg 
gccaacgcct 
aacagaccca 
cttgcgcaga 
ctttccacag 



catgtgaccc 
tttccttttt 
tcaggggaag 
aactcatgtt 
cagcatgctt 
ctcaactctc 
ctggggatag 
ctggagtctc 
aagcgcctct 
atgtgcctgc 
tggtcacttc 
ttctccccgc 
tccacctctc 
actccctcct 
gggctgccct 
ggaaaccatg 
cttctcctgg 
gaggctaaag 
cgtaaggctg 
ctccacagcg 
acccagagcc 
aaggcaggaa 
ggctcagtct 
gccccattgc 
gcgccaggct 
gcctttccga 
gcctcaggga 
cctttgcagg 



gatgttgaaa ttgacaagct 
tttttttcct cctctcccct 



caacagatcg 
ggctgggggg 
gtgctcaatt 
gtccccacct 
ccaggtggga 
gcatttgcac 
gcctccgacc 
ctggtggctt 
cgaagcgctt 
ggtttgtcac 
ccctcatctt 
cctcgctgcc 
gctgctcacc 
caattgaggc 
gaggtccaac 
ccgccccgga 
tgacattggc 
cgggccatct 
ccaccgcggc 
gtggcggcgg 
cttcttgttt 
tccccgcgcg 
tgtcaggcgg 
ggcttcgtct 
ccctcctctc 
cggaatatcg 



tcactcggtg 
cctcccggcg 
gcagggtcct 
cccacccgca 
gtccgtcgct 
ccccttcttc 
ctagccggaa 
gtccgatttg 
tagtgccttc 
tgatccgcag 
ccctgcctac 
tgccgggctt 
ggtccaccca 
aagccttggg 
agccgagctt 
aggccaagtc 
cctggcgact 
ccagaaaact 
taatgcaaga 
cctgacggtg 
ttccaaactt 
gcattggagg 
aaacggctaa 
gacttggccc 
tggggactac 
gaataaagtg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 



WO 2005/067629 
ggtccaggcg cca 
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1693 



<210> 5 

<211> 76 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 5 

Met Phe Gly Gly Arg Lys Thr Lys Ala Gly Ser Gly Gly Gly Leu Thr 
15 10 15 



Val Arg Val Cys Leu Gin Arg Arg Glu Gly Ala Gly Ser Val Ser Ser 
20 25 30 



Cys Phe Ser Lys Leu Gin Gly Pro Gly Ser Pro Leu Gin Gly Arg Ala 
35 " 40 45 



Pro Leu Leu Pro Ala Arg His Trp Arg Trp Pro Pro Glu Arg Arg Arg 
50 55 60 



Pro Thr Pro Ala Pro Gly Leu Ser Gly Gly Asn Gly 
65 70 75 



<210> 
<211> 
<212> 



6 

3611 
DNA 



<213> Artificial 
<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 6 

tatccccatc 

gctagctagt 

ccctcccggc 

ttctcaccga 

cgcgcggaga 

cgttctcgag 

gctccccggg 

gtgtggcctg 

gcagtccccc 

ccccttcggg 

cacggtgact 

cgtccctaaa 

ggcccggaag 

ctcttcatcc 

cggagtgact 

tctgcctggt 

ctgctttaga 

gaggaagcga 

gagaagggcc 



cttagcaggg 
ccgggccttt 
ttcctttctt 
aagcacgtaa 
ggctggggtg 
tgtgcagagg 
tgggtgaggg 
tggtctcgga 
tcccatagac 
gccagagttt 
tgattacact 
ccgcctacag 
ggccttcgtc 
caccttctgt 
cggcagagac 
cttctggagc 
ggcgctgaca 
aagaaaggag 
cagacctgag 



aggtgctggt 
tccccccccc 
tgtagccacc 
tcgccggtgt 
cgcccccatg 
gcggtgagag 
atgccctgga 
gtctgttctc 
ttgctctggg 
gaagccgtgg 
ctctcattca 
ccagaacggc 
ttacccggga 
ccttggagaa 
agaggcacag 
tgaggactcg 
tccgaggaga 
aggacacaga 
gcctcccaac 



catgtgaccc gatgttgaaa 
tttccttttt tttttttcct 



tcaggggaag 
aactcatgtt 
cagcatgctt 
ctcaactctc 
ctggggatag 
ctggagtctc 
aagcgcctct 
atgtgcctgc 
tggtcacttc 
ttctccccgc 
tccacctctc 
actccctcct 
gggctgccct 
ggaaaccatg 
cttctcctgg 
gcacagagca 
aactctcttc 



caacagatcg 
ggctgggggg 
gtgctcaatt 
gtccccacct 
ccaggtggga 
gcatttgcac 
gcctccgacc 
ctggtggctt 
cgaagcgctt 
ggtttgtcac 
ccctcatctt 
cctcgctgcc 
gctgctcacc 
caattgaggc 
gattgaagga 
gccaggcaga 
ttggaaggat 



ttgacaagct 
cctctcccct 
tcactcggtg 
cctcccggcg 
gcagggtcct 
cccacccgca 
gtccgtcgct 
ccccttcttc 
ctagccggaa 
gtccgatttg 
tagtgccttc 
tgatccgcag 
ccctgcctac 
tgccgggctt 
ggtccaccca 
aagccttggg 
gcaatgtttg 
gccaggagct 
ctgggatgtt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
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gctgaaggaa 
atagccaaag 
tatttaagtg 
aacaaatcta 
ataatggcct 
ctctgtagtc 
ccaccaccac 
aatgaactct 
ctgaacttga 
agagggcagc 
tagcctcaga 
cttctatttc 
ttagagacag 
cctggcttga 
cctaccttcg 
ccaccattgc 
tagggctttt 
gacagacctg 
ggggttgtgg 
cctctcttaa 
cggtatgggg 
gaaccgagag 
ttccggagaa 
gcaggctgca 
ggcgctgccg 
ctggagtggc 
caaggctgcg 
ggtgtgaatg 
aggatcagac 
tttgctctga 
cccaccgggc 
agttccattt 
cttcccagga 
cttcagagtg 
ccaaaaaatg 
tgtgtgtctg 
aggtccaggc 
gccgccggag 
aggagatttg 
aaggttgggg 
tccctgagcc 
tccaggcgcc 



aataaaaaaa 
ttatttacat 
tcaacatcga 
atcgtgtatt 
accattgcat 
gagtaaacta 
ctttacaagg 
ttattcaaga 
aattatttgt 
agtgctgtga 
cctcctaaag 
cagcagtgac 
aatataaaag 
ttttggctat 
aacaaaagga 
ggggctcgcc 
aagaccataa 
cggttttata 
tggcccgcca 
ttagatcggt 
gtgtgcgctg 
ggtgctggca 
aaggctgggg 
ccgaagccga 
tgaagatgga 
cgaacacttt 
caatatccca 
tgaaggtttc 
caaatctagg 
gcctatgatt 
tctgggaaag 
cttgaagagg 
gctgttcttt 
tatttccttt 
tttggaggaa 
cagagaaggg 
agccctctgc 
aggagaaggc 
gtcagcaaaa 
agggggggct 
ttacgcttct 



•tatgtaaaaa 
atcttgggga 
-tttatttatt 
gcactggaaa 
•ttgaatacct 
atttattagc 
attgcttatc 
-tttgctacaa 
gcatcttcag 
gtgagaaggt 
ctgggaagca 
caacaaggca 
acagaaggag 
cccaagctct 
atgcatgaag 
ccgcccctgg 
-ttgaacccgg 
gcagttttgg 
gcgggggatg 
■tttcccctgg 
•ttccgcataa 
gggctggatc 
ctgagaaagg 
gtgcccggag 
tgagggaaaa 
•tagttgccca 
gctttgcccg 
■tccaggcagg 
ggaaaaaggg 
gactcttccg 
acccgactga 
ccggcgcgcg 
ctcaggagct 
•tatcgtcaac 
gaaaaacaaa 
agggagccgg 
agggccgggc 
caacgcctgc 
cagacccagc 
tgcgcagagc 
ttccacagcc 



gataaccttt 
gatttagagt 
tattgctgag 
agaaatattc 
gctgtaaata 
attaatgttt 
acaaatcaag 
gaattttcat 
cttgacatat 
ccagtgggaa 
catttacaga 
aaatgtttgt 
aggtttcaaa 
ctctctgcag 
ggtttcagtg 
gtgaaggcaa 
gggcgtctag 
cagtcaactt 
ccaggccacc 
"tgtccgggag 
ccactgcctc 
ccacgggtgt 
cgctccggga 
ggacttgccg 
ggtttttgat 
gcaggaatag 
ctcctgccct 
cggctggggc 
gaggcagacc 
ctttgcagga 
ggctaaagcc 
taaggctgtg 
ccacagcgcg 
ccagagcccc 
ggcaggaagt 
ctcagtctct 
cccattgctc 
gccaggcttg 
ctttccgagg 
ctcagggacc 
tttgcaggcg 



tgtttttccc 
ataaactcta 
ctgactgtaa 
ttattatgta 
tcaataatat 
atgtggctct 
ctacttggac 
gtcctttgaa 
ttgtccactg 
ggaaggttat 
attgccctgc 
ttctccacag 
cagcggtatt 
cccacccagt 
actttgccat 
acaaattctt 
gaaaaccgaa 
cagcttgtgc 
tcccccagcg 
agcggtcccg 
ccatgtcctc 
ccgcaggaga 
gcggctggca 
cccggaaggg 
atcagcagaa 
gagacgggta 
cgtgttcgga 
gaggggtggg 
ttcgggtcct 
ggtccaacag 
gccccggaag 
acattggccc 
ggccatctcc 
accgcggcta 
ggcggcggcc 
tcttgttttt 
cccgcgcggc 
tcaggcggaa 
cttcgtctga 
ctcctctctg 
gaatatcgga 



tctccaggaa 
agatctttgg 
ctgactcaat 
ttttctccaa 
gaagtaatta 
ccacctcccc 
acattggttt 
tccctgagaa 
tggcttgtcc 
tggagaagag 
agcgaaaaaa 
catctctttt 
cgagctgttc 
ccacgccacc 
aacaaaggcg 
gcacttgtat 
aacagttcta 
ctgagcagac 
gcacgcagcc 
gcagaaaggt 
ctcgagggcc 
caaaggcgaa 
gggcaattcg 
ggtgtgtggg 
gggaaaacgc 
ctcagctccc 
atatgctggc 
cgcagctctg 
tggttttgac 
ccgagcttag 
gccaagtccg 
tggcgactgg 
agaaaactgt 
atgcaagagg 
tgacggtgcg 
ccaaacttca 
attggaggtg 
acggctaaca 
cttggcccga 
gggactacca 
ataaagtggg 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3480 
3540 
3600 
3611 



<210> 7 

<211> 82 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 7 



Met Gly Val Cys Ala Val Pro His Asn His Cys Leu Pro Cys Pro Pro 
15 10 15 



Arg Gly Pro Asn Arg GLu Gly Ala Gly Arg Ala Gly Ser His Gly Cys 
20 25 30 
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Pro Gin Glu Thr Lys Ala Asn Ser Gly Glu Lys Ala Gly Ala Glu Lys 
35 4 ° 45 

Gly Ala Pro Gly Ala Ala Gly Arc? Ala lie Arg Gin Ala Ala Pro Lys 
50 55 60 

Pro Ser Ala Arg Arg Asp Leu Pro Pro Gly Arg Gly Cys Val Gly Ala 
65 70 75 80 



Leu Pro 



<210> 8 

<211> 3264 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

tatccccatc cttagcaggg aggtgctggt catgtgaccc gatgttgaaa ttgacaagct 
gctagctagt ccgggccttt tccccccccc tttccttttt tttttttcct cctctcccct 
ccctcccggc ttcctttctt tgtagccacc tcaggggaag caacagatcg tcactcggtg 
ttctcaccga aagcacgtaa tcgccggtgt aactcatgtt ggctgggggg cctcccggcg 
cgcgcggaga ggctggggtg cgcccccatg cagcatgctt gtgctcaatt gcagggtcct 
cgttctcgag tgtgcagagg gcggtgagag ctcaactctc gtccccacct cccacccgca 
gctccccggg tgggtgaggg atgccctgga ctggggatag ccaggtggga gtccgtcgct 
qtgtggcctg tggtctcgga gtctgttctc ctggagtctc gcatttgcac ccccttcttc 
gcagtccccc tcccatagac ttgctctggg aagcgcctct gcctccgacc ctagccggaa 
ccccttcggg gccagagttt gaagccgtgg atgtgcctgc ctggtggctt gtccgatttg 
cacggtgact tgattacact ctctcattca tggtcacttc cgaagcgctt tagtgccttc 
cgtccctaaa ccgcctacag ccagaacggc ttctccccgc ggtttgtcac tgatccgcag 
ggcccggaag ggccttcgtc ttacccggga tccacctctc ccctcatctt ccctgcctac 
ctcttcatcc caccttctgt ccttggagaa actccctcct cctcgctgcc tgccgggctt 
cggagtgact cggcagagac agaggcacag gggctgccct gctgctcacc ggtccaccca 
tctgcctggt cttctggagc tgaggactcg ggaaaccatg caattgaggc aagccttggg 
ctgctttaga ggcgctgaca tccgaggaga cttctcctgg gattgaagga gcaatgtttg 
gaggaagcga aagaaaggag aggacacaga gcacagagca gccaggcaga gccaggagct 
qagaagggcc cagacctgag gcctcccaac aactctcttc ttggaaggat ctgggatgtt 
gctgaaggaa aataaaaaaa tatgtaaaaa gataaccttt tgtttttccc tctccaggaa 
atagccaaag ttatttacat atcttgggga gatttagagt ataaactcta agatctttgg 
tatttaagtg tcaacatcga tttatttatt tattgctgag ctgactgtaa ctgactcaat 
aacaaatcta atcgtgtatt gcactggaaa agaaatattc ttattatgta ttttctccaa 
ataatggcct accattgcat ttgaatacct gctgtaaata tcaataatat gaagtaatta 
ctctgtagtc gagtaaacta atttattagc attaatgttt atgtggctct ccacctcccc 
ccaccaccac ctttacaagg attgcttatc acaaatcaag ctacttggac acattggttt 
aatgaactct ttattcaaga tttgctacaa gaattttcat gtcctttgaa tccctgagaa 
ctgaacttga aattatttgt gcatcttcag cttgacatat ttgtccactg tggcttgtcc 
agagggcagc agtgctgtga gtgagaaggt ccagtgggaa ggaaggttat tggagaagag 
tagcctcaga cctcctaaag ctgggaagca catttacaga attgccctgc agcgaaaaaa 
cttctatttc cagcagtgac caacaaggca aaatgtttgt ttctccacag catctctttt 
ttagagacag aatataaaag acagaaggag aggtttcaaa cagcggtatt cgagctgttc 
cctggcttga ttttggctat cccaagctct ctctctgcag cccacccagt ccacgccacc 
cctaccttcg aacaaaagga atgcatgaag ggtttcagtg actttgccat aacaaaggcg 
ccaccattgc ggggctcgcc ccgcccctgg gtgaaggcaa acaaattctt gcacttgtat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
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tagggctttt 
gacagacctg 
ggggttgtgg 
cctctcttaa 
cggtatgggg 
gaaccgagag 
ttccggagaa 
gcaggctgca 
cagccgagct 
aaggccaagt 
ccctggcgac 
tccagaaaac 
ctaatgcaag 
gcctgacggt 
tttccaaact 
ggcattggag 
gaaacggcta 
tgacttggcc 
ctggggacta 
ggaataaagt 



aagaccataa 
cggttttata 
tggcccgcca 
ttagatcggt 
gtgtgcgctg 
ggtgctggca 
aaggctgggg 
ccgaagccga 
tagcccaccg 
ccgagttcca 
tggcttccca 
tgtcttcaga 
aggccaaaaa 
gcgtgtgtgt 
tcaaggtcca 
gtggccgccg 
acaaggagat 
cgaaaggttg 
ccatccctga 
gggtccaggc 



ttgaacccgg 
gcagttttgg 
gcgggggatg 
tttcccctgg 
ttccgcataa 
gggctggatc 
ctgagaaagg 
gtgcccggag 
ggctctggga 
tttcttgaag 
ggagctgttc 
gtgtatttcc 
atgtttggag 
ctgcagagaa 
ggcagccctc 
gagaggagaa 
ttggtcagca 
gggagggggg 
gccttacgct 
gcca 



gggcgtctag 
cagtcaactt 
ccaggccacc 
tgtccgggag 
ccactgcctc 
ccacgggtgt 
cgctccggga 
ggacttgccg 
aagacccgac 
aggccggcgc 
tttctcagga 
ttttatcgtc 
gaagaaaaac 
gggagggagc 
tgcagggccg 
ggccaacgcc 
aaacagaccc 
gcttgcgcag 
tctttccaca 



gaaaaccgaa 
cagcttgtgc 
tcccccagcg 
agcggtcccg 
ccatgtcctc 
ccgcaggaga 
gcggctggca 
cccggaaggg 
tgaggctaaa 
gcgtaaggct 
gctccacagc 
aacccagagc 
aaaggcagga 
cggctcagtc 
ggccccattg 
tgcgccaggc 
agcctttccg 
agcctcaggg 
gcctttgcag 



aacagttcta 

ctgagcagac 

gcacgcagcc 

gcagaaaggt 

ctcgagggcc 

caaaggcgaa 

gggcaattcg 

ggaggtccaa 

gccgccccgg 

gtgacattgg 

gcgggccatc 

cccaccgcgg 

agtggcggcg 

tcttcttgtt 

ctccccgcgc, 

ttgtcaggcg 

aggcttcgtc 

accctcctct 

gcggaatatc 



2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3264 



<210> 9 

<211> 76 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 9 

Met Phe Gly Gly Arg Lys Thr Lys Ala Gly Ser Gly Gly Gly Leu Thr 
1^5^ 10 15 



Val Arg Val Cys Leu Gin Arg Arg Glu Gly Ala Gly Ser Val Ser Ser 
20 25 30 



Cys Phe Ser Lys Leu Gin Gly Pro Gly Ser Pro Leu Gin Gly Arg Ala 
35 40 45 



Pro Leu Leu Pro Ala Arg His Trp Arg Trp Pro Pro Glu Arg Arg Arg 
50 55 60 



Pro Thr Pro Ala Pro Gly Leu Ser Gly Gly Asn Gly 
65 70 75 



<210> 
<211> 
<212> 



10 

3031 
DNA 



<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 10 
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tatccccatc cttagcaggg aggtgctggt catgtgaccc gatgttgaaa ttgacaagct 60 

gctagctagt ccgggccttt tccccccccc tttccttttt tttttttcct cctctcccct 120 

ccctcccggc ttcctttctt tgtagccacc tcaggggaag caacagatcg tcactcggtg 180 

ttctcaccga aagcacgtaa tcgccggtgt aactcatgtt ggctgggggg cctcccggcg 240 

cgcgcggaga ggctggggtg cgcccccatg cagcatgctt gtgctcaatt gcagggtcct 300 

cgttctcgag tgtgcagagg gcggtgagag ctcaactctc gtccccacct cccacccgca 360 

gctccccggg tgggtgaggg atgccctgga ctggggatag ccaggtggga gtccgtcgct 420 

gtgtggcctg tggtctcgga gtctgttctc ctggagtctc gcatttgcac ccccttcttc 4 80 

gcagtccccc tcccatagac ttgctctggg aagcgcctct gcctccgacc ctagccggaa 54 0 

ccccttcggg gccagagttt gaagccgtgg atgtgcctgc ctggtggctt gtccgatttg 600 

cacggtgact tgattacact ctctcattca tggtcacttc cgaagcgctt tagtgccttc 660 

cgtccctaaa ccgcctacag ccagaacggc ttctccccgc ggtttgtcac tgatccgcag 720 

ggcccggaag ggccttcgtc ttacccggga tccacctctc ccctcatctt ccctgcctac 780 

ctcttcatcc caccttctgt ccttggagaa actccctcct cctcgctgcc tgccgggctt 840 

cggagtgact cggcagagac agaggcacag gggctgccct gctgctcacc ggtccaccca , 900 

tctgcctggt cttctggagc tgaggactcg ggaaaccatg caattgaggc aagccttggg 960 

ctgctttaga ggcgctgaca tccgaggaga cttctcctgg gattgaagga gcaatgtttg 1020 

gaggaagcga aagaaaggag aggacacaga gcacagagca gccaggcaga gccaggagct 1080 

gagaagggcc cagacctgag gcctcccaac aactctcttc ttggaaggat ctgggatgtt 1140 

gctgaaggaa aataaaaaaa tatgtaaaaa gataaccttt tgtttttccc tctccaggaa 1200 

atagccaaag ttatttacat atcttgggga gatttagagt ataaactcta agatctttgg 1260 

tatttaagtg tcaacatcga tttatttatt tattgctgag ctgactgtaa ctgactcaat 1320 

aacaaatcta atcgtgtatt gcactggaaa agaaatattc ttattatgta ttttctccaa 1380 

ataatggcct accattgcat ttgaatacct gctgtaaata tcaataatat gaagtaatta 14 4 0 

ctctgtagtc gagtaaacta atttattagc attaatgttt atgtggctct ccacctcccc 1500 

ccaccaccac ctttacaagg attgcttatc acaaatcaag ctacttggac acattggttt 15 60 

aatgaactct ttattcaaga tttgctacaa gaattttcat gtcctttgaa tccctgagaa 1620 

ctgaacttga aattatttgt gcatcttcag cttgacatat ttgtccactg tggcttgtcc 1680 

agagggcagc agtgctgtga gtgagaaggt ccagtgggaa ggaaggttat tggagaagag 17 40 

tagcctcaga cctcctaaag ctgggaagca catttacaga attgccctgc agcgaaaaaa 1800 

cttctatttc cagcagtgac caacaaggca aaatgtttgt ttctccacag catctctttt 1860 

ttagagacag aatataaaag acagaaggag aggtttcaaa cagcggtatt cgagctgttc 1920 

cctggcttga ttttggctat cccaagctct ctctctgcag cccacccagt ccacgccacc 1980 

cctaccttcg aacaaaagga atgcatgaag ggtttcagtg actttgccat aacaaaggcg 2040 

ccaccattgc ggggctcgcc ccgcccctgg gtgaaggcaa acaaattctt gcacttgtat 2100 

tagggctttt aagaccataa ttgaacccgg gggcgtctag gaaaaccgaa aacagttcta 2160 

gacagacctg cggttttata gcagttttgg cagtcaactt cagcttgtgc ctgagcagac 2220 

ggggttgtgg tggcccgcca gcgggggatg ccaggccacc tcccccagcg gcacgcagcc 2280 

cctctcttaa ttagatcggt tttcccctgg tgtccgggag agcggtcccg gcagaaagga 2340 

ggtccaacag ccgagcttag cccaccgggc tctgggaaag acccgactga ggctaaagcc 2400 

gccccggaag gccaagtccg agttccattt cttgaagagg ccggcgcgcg taaggctgtg 24 60 

acattggccc tggcgactgg cttcccagga gctgttcttt ctcaggagct ccacagcgcg 2520 

ggccatctcc agaaaactgt cttcagagtg tatttccttt tatcgtcaac ccagagcccc 2580 

accgcggcta atgcaagagg ccaaaaaatg tttggaggaa gaaaaacaaa ggcaggaagt 264 0 

ggcggcggcc tgacggtgcg tgtgtgtctg cagagaaggg agggagccgg ctcagtctct 2700 

tcttgttttt ccaaacttca aggtccaggc agccctctgc agggccgggc cccattgctc 2160 

cccgcgcggc attggaggtg gccgccggag aggagaaggc caacgcctgc gccaggcttg 2820 

tcaggcggaa acggctaaca aggagatttg gtcagcaaaa cagacccagc ctttccgagg 2880 

cttcgtctga cttggcccga aaggttgggg agggggggct tgcgcagagc ctcagggacc 2940 

ctcctctctg gggactacca tccctgagcc ttacgcttct ttccacagcc tttgcaggcg 3000 

gaatatcgga ataaagtggg tccaggcgcc a 3031 



<210> 11 

<211> 196 

<212> PRT 

<213> Artificial 



<220> 

<223> cDNA or putative protein derived from a cDNA. 



WO 2005/067629 



PCTYUS2005/000040 



<400> 11 

Met Pro Gly His Leu Pro Gin Arg His Ala Ala Pro Leu Leu lie Arg 
15 10 15 



Ser Val Phe Pro Trp Cys Pro Gly Glu Arg Sex Arg Gin Lys Gly Gly 
20 25 30 



Pro Thr Ala Glu Leu Ser Pro Pro Gly Ser Gly Lys Asp Pro Thr Glu 
35 40 45 



Ala Lys Ala Ala Pro Glu Gly Gin Val Arg Val Pro Phe Leu Glu Glu 
50 55 60 , 



Ala Gly Ala Arg Lys Ala Val Thr Leu Ala Leu Ala Thr Gly Phe Pro 
65 70 75 80 



Gly Ala Val Leu Ser Gin Glu Leu His Ser Ala Gly His Leu Gin Lys 
85 90 95 



Thr Val Phe Arg Val Tyr Phe Leu Leu Ser Ser Thr Gin Ser Pro Thr 
100 • 105 110 



Ala Ala Asn Ala Arg Gly Gin Lys Met Phe Gly Gly Arg Lys Thr Lys 
115 120 125 



Ala Gly Ser Gly Gly Gly Leu Thr Val Arg Val Cys Leu Gin Arg Arg 
130 135 140 



Glu Gly Ala Gly Ser Val Ser Ser Cys Phe Ser Lys Leu Gin Gly Pro 
145 " 150 155 160 



Gly Ser Pro Leu Gin Gly Arg Ala Pro Leu Leu Pro Ala Arg His Trp 
165 ^ 170 175 



Arg Trp Pro Pro Glu Arg Arg Arg Pro Thr Pro Ala Pro Gly Leu Ser 
180* 185 190 



Gly Gly Asn Gly 
195 



<210> 12 

<211> 1945 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived frrom a cDNA. 
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<400> 12 

agccatctct tcccaaggca ggtggtgact tgagaactct gtgcctggtt tctgaggact 60 
gtttcaccat gcagtggcta atgaggttcc ggaccctctg gggcatccac aaatccttcc 120 
acaacatcca ccctgcccct tcacagctgc gctgccggtc tttatcagaa tttggagccc 180 
caagatggaa tgactatgaa gtaccggagg aatttaactt tgcaagttat gtactggact 240 
actgggctca aaaggagaag gagggcaaga gaggtccaaa tccagctttt tggtgggtga 300 
atggccaagg ggatgaagta aagtggagct tcagagagat gggagaccta acccgccgtg 360 
tagccaacgt cttcacacag acctgtggcc tacaacaggg agaccatctg gccttgatgc 420 
tgcctcgagt tcctgagtgg tggctggtgg ctgtgggctg catgcgaaca gggatcatct 480 
tcattcctgc gaccatcctg ttgaaggcca aagacattct ctatcgacta cagttgtcta 540 
aagccaaggg cattgtgacc atagatgccc ttgcctcaga ggtggactcc atagcttctc 
agtgcccctc tctgaaaacc aagctcctgg tgtctgatca cagccgtgaa gggtggctgg 
acttccgatc gctggttaaa tcagcatccc cagaacacac ctgtgttaag tcaaagacct 
tggacccaat ggtcatcttc ttcaccagtg ggaccacagg cttccccaag atggcaaaac 
actcccatgg gttggcctta caaccctcct tcccaggaag taggaaatta cggagcctga 
agacatctga tgtctcctgg tgcctgtcgg actcaggatg gattgtggct accatttgga 
ccctggtaga accatggaca gcgggttgta cagtctttat ccaccatctg ccacagtttg 
acaccaaggt catcatacag acattgttga aataccccat taaccacttt tggggggtat 
catctatata tcgaatgatt ctgcagcagg atttcaccag catcaggttc cctgccctgg 
agcactgcta tactggcggg gaggtcgtgt tgcccaagga tcaggaggag tggaaaagac 
ggacgggcct tctgctctac gagaactatg ggcagtcgga aacgggacta atttgtgcca 
cctactgggg aatgaagatc aagccgggtt tcatggggaa ggccactcca ccctatgacg 
tccaggtcat tgatgacaag ggcagcatcc tgccacctaa cacagaagga aacattggca 
tcagaatcaa acctgtcagg cctgtgagcc tcttcatgtg ctatgagggt gacccagaga 1380 
agacagctaa agtggaatgt ggggacttct acaacactgg ggacagagga aagatggatg 1440 
aagagggcta catttgtttc ctggggagga gtgatgacat cattaatgcc tctgggtatc 1500 
gcatcgggcc tgcagaggtt gaaagcgctt tggtggagca cccagcggtg gcggagtcag 1560 
ccgtggtggg cagcccagac ccgattcgag gggaggtggt gaaggccttt attgtcctga 1620 
ccccacagtt cctgtcccat gacaaggatc agctgaccaa ggaactgcag cagcatgtca 
agtcagtgac agccccatac aagtacccaa ggaacgtgga gtttgtctca gagctgccaa 
aaaccatcac tggcaagatt gaacggaagg aacttcggaa aaaggagact ggtcagatgt 
aatcggcagt gaactcagaa cgcactgcac acctaaggca aatccctggc cactttagtc 
tccccactat ggtgaggacg agggtggggc attgagagtg ttgatttggg aaagtatcag 
gagtgccata atcactagtg aattc 

<210> 13 

<211> 577 

<212> PRT 

<213> Artificial 

<220> 

<223> • cDNA or putative protein derived from a cDNA. 
<400> 13 

Met Gin Trp Leu Met Arg Phe Arg Thr Leu Trp Gly He His Lys Ser 
15 10 15 

Phe His Asn He His Pro Ala Pro Ser Gin Leu Arg Cys Arg Ser Leu 
20 25 30 

Ser Glu Phe Gly Ala Pro Arg Trp Asn Asp Tyr Glu Val Pro Glu Glu 
35 40 45 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 



1680 
1740 
1800 
1860 
1920 
1945 



Phe Asn Phe Ala Ser Tyr Val Leu Asp Tyr Trp Ala Gin Lys Glu Lys 
50 55 60 
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Glu Gly Lys Arg Gly Pro Asn Pro Ala Phe Trp Trp Val Asn Gly Gin 
65 70 75 80 



Gly Asp Glu Val Lys Trp Ser Phe Arg Glu Met Gly Asp Leu Thr Arg 
85 90 95 



Arg Val Ala Asn Val Phe Thr Gin Thr Cys Gly Leu Gin Gin Gly Asp 
100 105 110 



His Leu Ala Leu Met Leu Pro Arg Val Pro Glu Trp Trp Leu V3I Ala 
115 120 125 , ' 



Val Gly Cys Met Arg Thr Gly He He Phe He Pro Ala Thr He Leu 
130 135 140 



Leu Lys Ala Lys Asp He Leu Tyr Arg Leu Gin Leu Ser Lys Ala Lys 
145 150 155 160 



Gly He Val Thr He Asp Ala Leu Ala Ser Glu Val Asp Ser He Ala 
165 170 175 



Ser Gin Cys Pro Ser Leu Lys Thr Lys Leu Leu Val Ser Asp His Ser 
180 ' 185 190 



Arg Glu Gly Trp Leu Asp Phe Arg Ser Leu Val Lys Ser Ala Ser Pro 
195 200 205 



Glu His Thr Cys Val Lys Ser Lys Thr Leu Asp Pro Met Val He Phe 
210 " "* 215 220 



Phe Thr Ser Gly Thr Thr Gly Phe Pro Lys Met Ala Lys His Ser His 
225 . ~ 230 " 235 240 



Gly Leu Ala Leu Gin Pro Ser Phe Pro Gly Ser Arg Lys Leu Arg Ser 
245 250 255 



Leu Lys Thr Ser Asp Val Ser Trp Cys Leu Ser Asp Ser Gly Trp He 
260 265 270 



Val Ala Thr He Trp Thr Leu Val Glu Pro Trp Thr Ala Gly Cys Thr 
275 280 285 



Val Phe He His His Leu Pro Gin Phe Asp Thr Lys Val He He Gin 
290 295 300 
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Thr Leu Leu Lys Tyr Pro He Asn His Phe Trp Gly Val Ser Ser He 
305 310 315 320 

Tvr Arq Met He Leu Gin Gin Asp Phe Thr Ser He Arg Phe Pro Ala 

y 325 " 330 335 



Leu Glu His Cys Tyr Thr Gly Gly Glu Val Val Leu Pro Lys Asp Gin 
340 345 350 



Glu Glu Trp Lys Arg Arg Thr Gly Leu Leu Leu Tyr Glu Asn Tyr Gly 
355 ~ 360 365 . ; 

Gin Ser Glu Thr Gly Leu He Cys Ala Thr Tyr Trp Gly Met Lys He 
370 375 380 

Lvs Pro Gly Phe Met Gly Lys Ala Thr Pro Pro Tyr Asp Val Gin Val 
385 390 395 400 

He Asp Asp Lys Gly Ser He Leu Pro Pro Asn Thr Glu Gly Asn He 
405 410 415 



Gly He Arg He Lys Pro Val Arg Pro Val Ser Leu Phe Met Cys Tyr 
420 425 430 



Glu Gly Asp Pro Glu Lys Thr Ala Lys Val Glu Cys Gly Asp Phe Tyr 
435 440 445 

Asn Thr Gly Asp Arg Gly Lys Met Asp Glu Glu Gly Tyr lie Cys Phe 
450 455 460 

Leu Gly Arg Ser Asp Asp He He Asn Ala Ser Gly Tyr Arg He Gly 
465 470 475 480 

Pro Ala Glu Val Glu Ser Ala Leu Val Glu His Pro Ala Val Ala Glu 
485 490 495 



Ser Ala Val Val Gly Ser Pro Asp Pro He Arg Gly Glu Val Val Lys 
500 505 510 



Ala Phe He Val Leu Thr Pro Gin Phe Leu Ser His Asp Lys Asp Gin 
515 520 525 



Leu Thr Lys Glu Leu Gin Gin His Val Lys Ser Val Thr Ala Pro Tyr 
530 535 540 
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Lys Tyr Pro Arg Asn Val Glu Phe Val Ser Glu Leu Pro Lys Thr lie 
545 " 550 555 560 



Thr Gly Lys lie Glu Arg Lys Glu Leu Arg Lys Lys Glu Thr Gly Gin 
565 " 570 575 



Met 



<210> 14 

<211> 2915 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 14 

gcggataact cagacgccat taagctgggg aatccaaact ctaaaagaag gacgcatttt 60 
aggtaagatc tagtggctag atcttcaggg tgggcttcgt tcttgtggaa atcagtcaag 120 
aaagatcgga ttcgcggtta tttatgcaaa tcatctgggt ggattgtgta cggagttaaa 



180 



ctgcgccttc tggaccgggt ctgaacaatg gagactgcgc tagcaaaaac gccacagaaa 24 0 



300 



aggcaagtta tgtttcttgc tatattgttg cttttgtggg aggctggctc tgaggcagtt 

aggtattcca taccagaaga aacagaaagt ggctattctg tggccaacct ggcaaaagac 360 

ctgggtcttg gggtggggga actggccact cggggcgcgc gaatgcatta caaaggaaac 420 

aaagagctct tgcagcttga tataaagacc ggcaatttgc ttctatatga aaaactagac 480 

cgggaggtga tgtgcggggc gacagaaccc tgtatattgc atttccagct cttactagaa 540 

aatccagtgc agttttttca aactgatctg cagctcacag atataaatga ccatgcccca 600 

gagttcccag agaaggaaat gctcctaaaa atcccagaga gcacccagcc agggactgtg 660 

tttcccttaa aaatagccca ggactttgac ataggtagca acactgttca gaactacaca 720 

atcagcccaa attcacactt tcatgttgct acgcataatc gcggagatgg cagaaaatac 780 

ccagagctgg tgctggacaa agcgctggac "cgggaggagc ggcctgagct cagcttaaca 840 

ctcactgcac tggacggtgg ggctccgccc aggtccggga ccaccacaat tcgcattgtc 900 

gtcttggata ataatgacaa cgcccccgaa tttttacaat cattctatga ggtacaggtg 960 

cccgagaaca gcccccttaa ctccttagtt gtcgttgtct ccgctcgaga tttagatgca 1020 

ggagcatatg ggagtgtagc ctatgctcta ttccaaggcg atgaagttac tcaaccattt 1080 

gtaatagacg agaaaacagc agaaattcgc ctgaaaaggg cattggattt cgaggcaact 1140 

ccatattata acgtggaaat tgtagccaca gatggtgggg gcctttcagg aaaatgcact 1200 

gtggctatag aagtggtgga tgtgaatgac aacgcccctg aactcaccat gtctacgctc 1260 

tccagcccta ccccagaaaa tgccccggaa actgtagttg ccgttttcag tgtttctgat 1320 

ccagactccg gggacaacgg taggatgatt tgctccatcc agaatgatct cccctttctt 1380 

ttgaagccca cattaaaaaa cttttacacc ctagtgacac agagaacact ggacagagag 1440 

agccaagccg agtacaacat caccatcact gtcaccgaca tggggacacc caggctgaaa 1500 

accgagcaca acataacggt cctggtctcc gacgtcaatg acaacgcccc cgccttcacc 1560 

caaacctcct acaccctgtt cgtccgagag aacaacagcc ccgccctgca catcggcagt 1620 

gtcagcgcca cagacagaga ctcaggcacc aacgcccagg tcacctactc gctgctgcccj 1680 

ccccagaatc cacacctgcg cctcgcctcc ctggtctcca tcaacgcgga caacggccac 1740 

ctgtttgccc tcaggtcgct ggactacgag gccctgcagg cgttcgagtt ccgcgtggga 1800 

gccacagacc gcggctcccc ggcgctgagc agcgaggcgc tggtgcgcgt gctggtgctg 1860 

gacgccaacg acaactcgcc cttcgtgctg tatccgctgc agaacggctc ggcgccttgc 1920 

accgagctgg tgccccgggc ggccgagccg ggct;acctgg tgaccaaggt ggtggcggtg 1980 

gacggtgact cgggccagaa cgcctggctg tcgtaccagc tgctcaaggc cacggagccc 2040 

gggctgttca gcatgtgggc gcacaatggc gaggtgcgca ccgccaggct gctgagcgag 2100 

cgcgacgcgg ccaagcacag gctggtggtg ctggtcaagg acaatggcga gcctccgcgc 2160 

tcggccaccg ccacgctgca cgtgctcctg gtggacggct tctcccagcc ctacctgccgr 2220 

ctgccggagg cggccccggc ccaggcccag gccgactcgc tcactgtcta cctggtggtg 2280 

gcattggcct cggtgtcgtc gctcttcctc ttttcggtgc tcctgttcgt ggcagtgcgg 2340 

ctgtgcagga ggagcagggc ggccccggtc ggtcgctgct cggtgcccga gggccccttt 2400 
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ccagggcatc tggtggacgt gagcggcacc gggaccctat cccagagcta ccactacgag 2 4 60 

gtgtgtttga ccggagactc aggggccggc gagttcaagt tcctgaagcc gattattcct 2 520 

aaccttttgc cccagggcgc tggtgaagaa atagggaaaa ctgctgcctt ccggaatagc 2 580 

tttggattaa attagagatc tcgtgatgac gcgttgtttt ctgccattta tcccaaactt 2 64 0 

tttcagatct agaattcgag agtgtcatgg acaaaaattt caccttgaga ttgagctttt 2 700 

atttcccttt ttaatggatt tgtctgttga acttcatgct gtccaagtgt tgaaaagtca 2 7 60 

attttatttc attgcattta tttacatagt gtcattccaa atccatgcat gctgttgatt 2 820 

ttcctgagat ttttttctct tcttgttggt atttgttgtg ataaaccacc ttaataaaat 2 880 

caagtattaa ttttaaaaaa aaaaaaaaaa aaaaa 2 915 

<210> 15 

<211> 795 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 15 

Met Glu Thr Ala Leu Ala Lys Thr Pro Gin Lys Arg Gin Val Met Phe 
15 10 15 

Leu Ala He Leu Leu Leu Leu Trp Glu Ala Gly Ser Glu Ala Val Arg 
20 25 30 

Tyr Ser He Pro Glu Glu Thr Glu Ser Gly Tyr Ser Val Ala Asn Leu 
35 40 45 

Ala Lys Asp Leu Gly Leu Gly Val Gly Glu Leu Ala Thr Arg Gly Ala 
50 ^ 55 60 

Arg Met His Tyr Lys Gly Asn Lys Glu Leu Leu Gin Leu Asp He Lys 
65 70 75 80 

Thr Gly Asn Leu Leu Leu Tyr Glu Lys Leu Asp Arg Glu Val Met Cys 
85 90 95 

Gly Ala Thr Glu Pro Cys He Leu His Phe Gin Leu Leu Leu Glu Asn 
100 " 105 HO 

Pro Val Gin Phe Phe Gin Thr Asp Leu Gin Leu Thr Asp He Asn Asp 
115 120 125 

His Ala Pro Glu Phe Pro Glu Lys Glu Met Leu Leu Lys He Pro Glu 
130 135 140 

Ser Thr Gin Pro Gly Thr Val Phe Pro Leu Lys He Ala Gin Asp Phe 
145 150 155 160 



Asp He Gly Ser Asn Thr Val Gin Asn Tyr Thr He Ser Pro Asn Ser 
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165 170 175 



His Phe His Val Ala Thr His Asn Arg Gly Asp Gly Arg Lys Tyr Pro 
180 185 190 



Glu Leu Val Leu Asp Lys Ala Leu Asp Arg Glu Glu Arg Pro Glu Leu 
195 200 205 



Ser Leu Thr Leu Thr Ala Leu Asp Gly Gly Ala Pro Pro Arg Ser Gly 
210 215 220- 



Thr Thr Thr He Arg He Val Val Leu Asp Asn Asn Asp Asn Ala 'Pro 
225 230 235 240 



Glu Phe Leu Gin Ser Phe Tyr Glu Val Gin Val Pro Glu Asn Ser Pro 
245 250 255 



Leu Asn Ser Leu Val Val Val Val Ser Ala Arg Asp Leu Asp Ala Gly 
260 265 270 



Ala Tyr Gly Ser Val Ala Tyr Ala Leu Phe Gin Gly Asp Glu Val Thr 
275 280 285 



Gin Pro Phe Val He Asp Glu Lys Thr Ala Glu He Arg Leu Lys Arg 
290 295 300 



Ala Leu Asp Phe Glu Ala Thr Pro Tyr Tyr Asn Val Glu He Val Ala 
305 310 315 320 



Thr Asp Gly Gly Gly Leu Ser Gly Lys Cys Thr Val Ala He Glu Val 
325 330 335 



Val Asp Val Asn Asp Asn Ala Pro Glu Leu Thr Met Ser Thr Leu Ser 
340 345 350 



Ser Pro Thr Pro Glu Asn Ala Pro Glu Thr Val Val Ala Val Phe Ser 
355 360 365 



Val Ser Asp Pro Asp Ser Gly Asp Asn Gly Arg Met He Cys Ser He 
370 375 380 



Gin Asn Asp Leu Pro Phe Leu Leu Lys Pro Thr Leu Lys Asn Phe Tyr 
385 390 395 400 



Thr Leu Val Thr Gin Arg Thr Leu Asp Arg Glu Ser Gin Ala Glu Tyr 
405 ~ 410 415 . 
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Asn He Thr He Thr Val Thr Asp Met Gly Thr Pro Arg Leu Lys Thr 
420 425 430 

Glu His Asn He Thr Val Leu Val Ser Asp Val Asn Asp Asn Ala Pro 
435 440 445 

Ala Phe Thr Gin Thr Ser Tyr Thr Leu Phe Val Arg Glu Asn Asn Ser 
450 455 460 



Pro Ala Leu His He Gly Ser Val Ser Ala Thr Asp Arg Asp Ser Gly 
465 470 475 , 480 



Thr Asn Ala Gin Val Thr Tyr Ser Leu Leu Pro Pro Gin Asn Pro His 
485 490 495 



Leu Arg Leu Ala Ser Leu Val Ser He Asn Ala Asp Asn Gly His Leu 
500 505 510 



Phe Ala Leu Arg Ser Leu Asp Tyr Glu Ala Leu Gin Ala Phe Glu Phe 
515 520 525 

Arg Val Gly Ala Thr Asp Arg Gly Ser Pro Ala Leu Ser Ser Glu Ala 
530 " 535 540 



Leu Val Arg Val Leu Val Leu Asp Ala Asn Asp Asn Ser Pro Phe Val 
545 550 555 560 



Leu Tyr Pro Leu Gin Asn Gly Ser Ala Pro Cys Thr Glu Leu Val Pro 
565 570 • 575 



Arg Ala Ala Glu Pro Gly Tyr Leu Val Thr Lys Val Val Ala Val Asp 
580 585 590 



Gly Asp Ser Gly Gin Asn Ala Trp Leu Ser Tyr Gin Leu Leu Lys Ala 
595 ~ 600 605 



Thr Glu Pro Gly Leu Phe Ser Met Trp Ala His Asn Gly Glu Val Arg 
610 615 620 



Thr Ala Arg Leu Leu Ser Glu Arg Asp Ala Ala Lys His Arg Leu Val 
625 630 635 640 



Val Leu Val Lys Asp Asn Gly Glu Pro Pro Arg Ser Ala Thr Ala Thr 
645 650 655 
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Leu His Val Leu Leu Val Asp Gly Phe Ser Gin Pro Tyr Leu Pro Leu 
660 665 670 



Pro Glu Ala Ala Pro Ala Gin Ala Gin Ala Asp Ser Leu Thr Val Tyr 
675 680 685 



Leu Val Val Ala Leu Ala Ser Val Ser Ser Leu Phe Leu Phe Ser Val 
690 695 700 



Leu Leu Phe Val Ala Val Arg Leu Cys Arg Arg Ser Arg Ala Ala Ser 
705 710 715 . 720 



Val Gly Arg Cys Ser Val Pro Glu Gly Pro Phe Pro Gly His Leu Val 
725 730 735 



Asp Val Ser Gly Thr Gly Thr Leu Ser Gin Ser Tyr His Tyr Glu Val 
740 745 750 



Cys Leu Thr Gly Asp Ser Gly Ala Gly Glu Phe Lys Phe Leu Lys Pro 
755 760 765 



He He Pro Asn Leu Leu Pro Gin Gly Ala Gly Glu Glu He Gly Lys 
770 775 780 



Thr Ala Ala Phe Arg Asn Ser Phe Gly Leu Asn 
785 790 795 



<210> 16 

<211> 332 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 16 

tttttttttt tttttttttt tttttaatga gaatgcatcc tttattctcc attattagca 60 

acatctctga ccttgtctcc tgcaggcaca ctccggccca cgtgcttctc ctggctccca 120 

aaccactgca ctgacctgcc tttatgaaca ctgtgttcat aaagttgatg ttcactgaaa 180 

cttccttaat tccctgagtg tgctgcccct tgta,gttgcc acctatgaga taggtaggta 24 0 

ctatcattaa tttccatttt acagatgagg gaagtggggg ttagacaggg taacaaattt 300 

tcccaacatc acacagctag cagtatatac tg 332 

<210> 17 

<211> 540 

<212> DNA 

<213> Artificial 

t 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
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<400> 17 

gtgagcttga 

aagaagcaga 

agaccagggc 

ttcctgtgga 

gctagctgtg 

taaaatggaa 

cactcaggga 

ggcaggtcag 

ggagacaagg 



agtatttgga 
gatcccagca 
agaatgcatc 
aggacaggcc 
tgatgttggg 
ataatgatag 
attaaggaag 
tgcagtggtt 
tcagagatgt 



gacaattcag 
tgggacaaat 
tcttcctttc 
atcagctccg 
aaaatttgtt 
tacctaccta 
tttcagtgaa 
tgggagccag 
tgctaataat 



tgttacataa 
ggagcctcaa 
tcttggcttt 
aaacactgta 
accctgtcta 
tctcataggt 
catcaacttt 
gagaagcacg 
ggagaataaa 



aatctgcaaa 
aagtgggaag 
cctggataag 
tgtattttcc 
acccccactt 
ggcaactaca 
atgaacacag 
tgggccggag 
ggatgcattc 



tctctggata 
aagacagaga 
gactgcatca 
agtatatact 
ccctcatctg 
aggggcagca 
tgttcataaa 
tgtgcctgca 
tcattactga 



60 
120 
180 
240 
300 
360 
420 
480 
540 



<210> 18 

<211> 80 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 18 

Glu Leu Glu Val Phe Gly Asp Asn Ser Val Leu His Lys He Cys Lys 
15 10 15 



Ser Leu Asp Lys Glu Ala Glu He Pro Ala Trp Asp Lys Trp Ser Leu 
20 25 30 



Lys Ser Gly Lys Lys Thr Glu Lys Thr Arg Ala Glu Cys He Ser Ser 
35 40 45 



Phe Leu Leu Ala Phe Leu Asp Lys Asp Cys He He Pro Val Glu Gly 
50 55 60 

Gin Ala He Ser Ser Glu Thr Leu Tyr Val Phe Ser Ser He Tyr Cys 
65 70 75 80 



<210>. 19 

<211> 293 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 19 

gcctactact 

gaaataatga 

ggaattaagg 

cagtgcagtg 

aggtcagaga 



actaaattcg 
tagtacctac 
aagtttcagt 
gtttgggagc 
tgttgctaat 



cggccgcgtc 
ctatctcata 
gaacatcaac 
caggagaagc 
aatggagaat 



gacaccccca 
ggtggcaact 
tttatgaaca 
acgtgggccg 
aaaggatgca 



cttccctcat 
acaaggggca 
cagtgttcat 
gagtgtgcct 
ttctcattac 



ctgtaaaatg 
gcacactcag 
aaaggcaggt 
gcaggagaca 
tga 



60 
120 
180 
240 
293 



<210> 20 
<211> 832 
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<212> DNA 

<213> Artificial 



<220> 

<223> cDNA or putative protein derived from a cDNA. 



<220> 

<221> misc__feature 

<222> (1)..(832) 

<223> n is a, c, g, or t 



<400> 20 

tnatgnatcc 

gaaaggagga 

tacctactaa 

catgtaaaaa 

ggagacccca 

agacaacgcc 

gacctatagc 

tgccatccta 

ttgataatct 

aactgtaatg 

ccaaaaacat 

ataatatgga 

cagangtaaa 

anggattttt 



gttngtttgc 
tgttaaagtt 
aaaccacact 
aggaaaggtg 
acagccagca 
attattgacg 
aaggccttgg 
aggccctcca 
aaatggatgt 
tagtggagga 
aaatgctact 
ggcaggatga 
gtgctatcaa 
tcttttcttt 



cgtaccggtc 
cctagaagct 
tctgaagcta 
gcgtgtgccc 
tcagtggccc 
agatcactcc 
gagaaatggt 
ttgtgcggag 
agctgactca 
atagtaagaa 
ttactatcaa 
aattgttttt 
ttactattta 
tttaaaaaaa 



cggaattccc 
ttaattgaat 
cgtggccacc 
tgaaggcgca 
tcatcacagc 
caagcggatt 
ggtgcagcag 
caacgtcgca 
ttattgcggt 
aattcttagt 
ttgaagcata 
attcttttag 
agagttctat 
aacttttttt 



gggtcgaccc 
gaaagttcct 
agaagacaca 
ggggtgagag 
cctccaggag 
ggagattgtc 
gagagcagga 
ccagcttttc 
atgtataggg 
gctggcttag 
ttatttcaat 
aatttttttt 
ttttgaaaaa 
aaaaattnaa 



acgcgtccgt 
agtagatctg 
gct.agtctgc 
gcagggaaat 
atatcaaagg 
ccaatactta 
acctaaccat 
ctgggttggg 
atgaggaagt 
cttcattgat 
tattctggtt 
atcaggaaaa 
gtgagaatta 
aa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
832 



<210> 21 

<211> 2367 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 21 

gtccctgtaa gcatcacatt gctggaggaa aatctcatgc cagagcttgg accatcccta 60 

gctcaggggt taggggttgt cccttggtga cctaaatgaa. aaaacaggtc cagaacagag 120 

ttcctgatgc tggacactca ttcagtcttt gaatcgtggg aggggaggcc tggtactagg 180 

tagacctaac ctctttgagg aaccacagag cccaaggctg gaaacctcca gaatcctcca 240 

ccccctgatc ctccctgggg acccctgtgg cctgtctcac tgagcactct tccatctgta 300 

gatgtctggg ctgctgtaca agggagtccc ctttcaggtg tggtgctaga catggtcact 360 

cctgctggat gtctaggtgg tagaaaccaa ggacctaggg aaataccagg tacagccttt 420 

ccatgctcat ccagagcagg acaaacaggc caggcggtgt caggagccca ggtctccagc 480 

tggagggaac gtcaaccctt cggtgggagc aggggccctt tgcacatcct aggcacagat 540 

ggtaatgtag acaccacagg taagctgggc ttggtaccta cccctccccg gattcagaaa 600 

gaaaccaaac aaggagcttt gtgcggaatg aaacctcctt tcctcccaga agcactgctg 660 

actgtttggt ggttgccatt tgtggcagtg agcctttgtt tgttctgagg ttgggctggt 720 

ttctcctctt ggccctgccc tacagatcat aaaggagaag agcaagaggt ccccagcaaa 780 

catccacaga tggccttgga aataagtcac cttcctcacc ctgcaggaat gccagtgaac 840 

ttattgctga catcttggag ctcagtaccc tcatagtgta acggcgtcag cagatctgcc 900 

tgtgctggga cttcctgtac tacccattcc tgaggggcaa tgcttctgca gggcctgtga 960 

cttggtgcac aacttcagac accatcatct tgcagcagca ccgcaccctc actagccagg 1020 

gtgttgatga cttcctcaag gccaaggcca cattcaaggc ttcggacttc attgatgcgc 1080 

ttgtgctgag caaggtggct tctccaggat cttaattcag gaggtagaat ggagcttgag 1140 

atcaagtgtc tgatcaagcc tcagtgtatg ggcgctgttc atcctctggt gctgaagcag 1200 

ccaagagacc caagtctgcc tggctgcctc ttaggatatg acagcagagc cagtggcctc 1260 

tactagatcc tgtacaacct cacaaaacac ccagacatcg ggagtgctgc cagcctgtga 1320 

tgcaagagtc ctaatcctga agacattgaa tggatcatga ggatcagaga ggaaaagtca 1380 

cttgcccaaa gtcacacagc tgaacagtgg tggagttcaa ctttgaccgt gggctgtctg 1440 
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2340 
2367 



gccccaaggt gtatgcttgc ttctctccca agagacaact ttcttatcag gctcaaatga 1500 

atgaaaggag gatgttaaag ttcctagaag ctttaattga atgaaagttc ctagtagatc 1560 

tgtacctact aaaaaccaca cttctgaagc tacgtggcca ccagaagaca cagctagtct 1620 

gccatgtaaa aaaggaaagg tggcgtgtgc cctgaaggtg caggggtgag agcagggaaa 1680 

tggagacccc aacagccagc agcagtggcc ctcatcacag ccctccagga gatatcaaag 1740 

gaggtcagac cttggacagt agtcttgact tcctgctata gaacacattg ttaacactga 1800 

aaaagatgat ctgttctagg ggaatggtga aagctgactc tagcacttgt actttttgtt 1860 

tgtttgtttg agattgagtc ttgctcttgt ttcccaggct ggagtgcaat gggtgatctc 1920 

agctcactgc aggctctgcc tcctgggttc cagctattgt cctgcctcag cctcccgagt 1980 

agctgggatt ccaggtgccc gcaagtgtgc ctggctaatt tttatgtttt tagtagagat 2040 

gggatttcgc catgttggcc aggctgttct ccaactcctg accttggcca aagtgttggg 2100 

attacaggca taagccattg tgcccggcct gtgtttttaa tttcatcgtg gcacagcttc 2160 

aaaatgacat ctaagtagct gacataaaaa tgaaaattct gtgtactttg atattagcag 2220 

gcttcaaata caaaccagaa tatgagtaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 2280 
aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
aaaaaaaaaa aaaaaaaaaa aaaaaaa 



<210> 22 

<211> 118 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 22 

Met Val Thr Pro Ala Gly Cys Leu Gly Gly Arg Asn Gin Gly Pro Arg 
1 5 10 15 



Glu He Pro Gly Thr Ala Phe Pro Cys Ser Ser Arg Ala Gly Gin Thr 
20 25 30 

Gly Gin Ala Val Ser Gly Ala Gin Val Ser Ser Trp Arg Glu Arg Gin 
35 40 45 



Pro Phe Gly Gly Ser Arg Gly Pro Leu His He Leu Gly Thr Asp Gly 
50 55 60 



Asn Val Asp Thr Thr Gly Lys Leu Gly Leu Val Pro Thr Pro Pro Arg 
65 70 75 80 

He Gin Lys Glu Thr Lys Gin Gly Ala Leu Cys Gly Met Lys Pro Pro 
85 90 95 



Phe Leu Pro Glu Ala Leu Leu Thr Val Trp Trp Leu Pro Phe Val Ala 
100 105 HO 



Val Ser Leu Cys Leu Phe 
115 



<210> 23 
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<211> 3067 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 23 

gcgagtgtcg cgtctgcagt gtgtggggtt cgcggggcgg cgggtagagt tgagcatttt 60 

tgtcatctgc aaataatttt agccaggtgg caagtgtatg gactgtggag taagaagtac 120 

ctgcctctgc ctctgacttg ggttctggcc tataggaaca agacattttc agtaatggaa 180 

gaaggagctt ccaggctggg gaagatcatc atttccagtg gtagcttgac ctgagatgat 240 

acctgaccac cacttctggg aaggcccaga atagacagaa gagagagaac atactagagt 300 

tgctagcccc taagagttga acgaaatggg caaggcccag ctgaaataac aggaaacaca 360 
tgaaaaatgc cacgattgta atgtctgtga ggagagagca aggcagttct tcaggggagg , 420 

ggtcattgtc attcgaagat gtggctgtgg gcttcaccag ggaggagtgg cagtttttgg 480 

accagtctca gaaggtcttg tacaaggaag taatgttgga gaactacatc aacctagtat 540 

caatagggta tcgaggcacc aagccagatt cgctcttcaa gttggagcaa ggagaacccc 600 

cagggatagt agaaggagca gcccacagtc aaatctgtcc aggttttgtt atccagagta 660 

gaagatatgc aggaaaagat tctgatgcat ttggtggata tgggagatca tgcctccata 720 

tcaagtgtga caaaactctt actggagtta aataccatag atgtgttaaa cccagcagcc 780 

ctaaatcaca gctcaatgac ctacaaaaaa tttgtgcagg agggaaacca catgaatgca 840 

gtgtgtgcgg gagagccttc tccaggaaag cacagcttat tcaacatcag agaactgaaa 900 

gaggagagaa accccatgga tgtggtgaat gtgggaaaac attcatgagg aagattcagc 960 

tcactgagca tcagagaact cacacaggag agaagcccca tgaatgtagt gaatgtggaa 1020 

aagccttctc cagaaagtca cagctcatgg tccatcagag aacccataca ggagagaaac 1080 

cctacagatg cagcgaatgc ggaaaagcct tcagccggaa gtgccggctc aatagacatc 1140 

agcgatcaca tactggagag aaactctatg ggtgcagtgt gtgtgggaaa gccttttctc 1200 

agaaggcata cctcactgca caccagagac ttcacacagg agataagcct tataaatgca 1260 

gtgattgtgg aagaaccttc tattttaagt cagacctgac cagacatcag aggattcata 1320 

cgggagagaa accttatgaa tgtagtgagt gtgaaaaagc ctttagaagc aagtcgaagc 1380 

tcattcagca tcagcgtact cacactggag agagaccata ttcatgcaga gaatgtggca 14 40 

aagcctttgc ccacatgtca gtcctcatta aacatgagaa aactcacata agagagacag 1500 

ccataaattc actgacggtg gagaaacctt cctcaaggag tcatacctcc ttatacatga 1560 

gcgaactcat acaagagcaa aagactgtga acacagtacc tatagaaatg ccttcctcag 1620 

gaaccccgcc attgttaaac aagagtgagc gcctagtggg cagaaatgta gtgattgtgg 1680 

aacaaccttt tccaagaaat caagcctttg tagttaatca ggaatttgaa cagagaataa 1740 

gcctcacaaa tgaagtgaat gtggccccat cagtaataaa ttatatcttg tatcttacag 1800 

atattgtatc agaataaatc ttctgatacc agaaaggtgg gaaaatcttt agtaggaatc 1860 

ctccagccat tatatcccag agagctcatt tagggctgaa acactgtgga ggcagtggtt 1920 

gtggaggaca tttctgtgag aagtcaaacc tgttaaacac cattgaaatc atgttgggta 1980 

gaaatgcagc tgttatgagg aagtctttac ctggagatga tatctcaatt ggtatcaaaa 204 0 

gaattcttac aggaatattt atgaaagatt gtgatggtgc ttttagcgct aaattgtgcc 2100 

tcgtgtgcca aagaaacata gacaactgta gaggcaatgg atatggaaaa catttttcgt 2160 

aaaatatggg agaatttata gaaaagaaaa actcttgaaa gtaagaaatg atggcaactc 2220 

accaaattaa ctcatgtatc atacttttat gtcttgagag tcttggaggg acgtgtttaa 2280 

tgaaatcttg aaccccagga atagtattat gtaatgaaaa cctatgaata taacaaatat 2340 

ggaagtaaaa ttgtgttagt ttcttatgag tgttgcacca aactaacaca aatttaatgg 2400 

cttaaaacaa cacaaaatca ttatcttaca gttctggagg actgaagtcc aaatgcatct 24 60 

cacggggcta catcaagctg ttgacagggc tgcttttctt tttggaggct ctaggggagc 2520 

gtctttcttt gcccttccag cttctagaag ctgcccaaat tctgtggttt ggggcctcct 2580 

ttcaaaacca gcaatggcca atcagtctta catcactcaa acacttgagt gttctgtctc 2640 

cctcttccat gtttgaggac ccttgtgatt acactgtgaa aacccagata agccaggata 2700 

atctccctat cttattatga ggcaagtatg ttaagatttt attctataat cagagaatct 2760 

tatgctatga ttgttatatg tgagcattat agatgctctt gaaatgttaa aatcacatca 2820 

gcactggaaa ataactccta aatgtccaaa aagaacatga gatttatggt gcttgaaatg 2880 

ttgctaaacg taaatttgta tctattctga aattatataa attaacctac ctggccaggc 2940 

acagtggctc acacctgtaa tctcagcact ttgggaggcc aaggcaggaa gatcacttga 3000 

gcccgcaagt ttgagaccac cctgggcaac atagcgagac tacctctaca aaaaaaaaaa 3060 

aaaaaaa 3067 
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<210> 24 

<211> 478 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 24 

Met Ser Val Arg Arg Glu Gin Gly Ser Ser Ser Gly Glu Gly Ser Leu 
i 5 io 15 



Ser Phe Glu Asp Val Ala Val Gly Phe Thr Arg Glu Glu Trp Gin Phe 
20 25 30 

Leu Asp Gin Ser Gin Lys Val Leu Tyr Lys Glu Val Met Leu Glu Asn 
35 40 45 

Tyr lie Asn Leu Val Ser He Gly Tyr Arg Gly Thr Lys Pro Asp Ser 
50 55 60 

Leu Phe Lys Leu Glu Gin Gly Glu Pro Pro Gly He Val Glu Gly Ala 
65 70 75 80 

Ala His Ser Gin He Cys Pro Gly Phe Val He Gin Ser Arg Arg Tyr 
85 90 95 

Ala Gly Lys Asp Ser Asp Ala Phe Gly Gly Tyr Gly Arg Ser Cys Leu 
100 105 . HO 

His He Lys Cys Asp Lys Thr Leu Thr Gly Val Lys Tyr His Arg Cys 
115 120 125 

Val Lys Pro Ser Ser Pro Lys Ser Gin Leu Asn Asp Leu Gin Lys He 
130 135 140 

Cvs Ala Gly Gly Lys Pro His Glu Cys Ser Val Cys Gly Arg Ala Phe 
145 150 155 160 

Ser Arg Lys Ala Gin Leu He Gin His Gin Arg Thr Glu Arg Gly Glu 
165 170 175 

Lvs Pro His Gly Cys Gly Glu Cys Gly Lys Thr Phe Met Arg Lys He 
180 185 190 



Gin Leu Thr Glu His Gin Arg Thr His Thr Gly Glu Lys Pro His Glu 
195 200 205 



WO 2005/067629 



PCMJS2005/000040 



Cys Ser Glu Cys Gly Lys Ala Phe Ser Arg Lys Ser Gin Leu Met Val 
210 " 215 220 



His Gin Arg Thr His Thr Gly Glu Lys Pro Tyr Arg Cys Ser Glu Cys 
225 230 235 240 



Gly Lys Ala Phe Ser Arg Lys Cys Arg Leu Asn Arg His Gin Arg Ser 
24 5 250 255 



His Thr Gly Glu Lys Leu Tyr Gly Cys Ser Val Cys Gly Lys Ala Phe 
260 265 270 1 



Ser Gin Lys Ala Tyr Leu Thr Ala His Gin Arg Leu His Thr Gly Asp 
275 280 285 



Lys Pro Tyr Lys Cys Ser Asp Cys Gly Arg Thr Phe Tyr Phe Lys Ser 
290 " 295 300 



Asp Leu Thr Arg His Gin Arg He His Thr Gly Glu Lys Pro Tyr Glu 
305 310 315 320 



Cys Ser Glu Cys Glu Lys Ala Phe Arg Ser Lys Ser Lys Leu He Gin 
325 330 335 



His Gin Arg Thr His Thr Gly Glu Arg Pro Tyr Ser Cys Arg Glu Cys 
340 345 350 



Gly Lys Ala Phe Ala His Met Ser Val Leu He Lys His Glu Lys Thr 
355 360 365 



His He Arg Glu Thr Ala He Asn Ser Leu Thr Val Glu Lys Pro Ser 
370 " 375 380 



Ser Arg Ser His Thr Ser Leu Tyr Met Ser Glu Leu He Gin Glu Gin 
385 " 390 395 400 



Lys Thr Val Asn Thr Val Pro He Glu Met Pro Ser Ser Gly Thr Pro 
405 410 415 



Pro Leu Leu Asn Lys Ser Glu Arg Leu Val Gly Arg Asn Val Val He 
420 425 430 



Val Glu Gin Pro Phe Pro Arg Asn Gin Ala Phe Val Val Asn Gin Glu 
435 440 445 
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Phe Glu Gin Arg He Ser Leu Thr Asn 6lu Val Asn Val Ala Pro Ser 
450 " 455 460 



Val He Asn Tyr He Leu Tyr Leu Thr Asp He Val Ser Glu 
465 470 475 



<210> 
<211> 
<212> 



25 

490 

DNA 



<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 25 

ctatagactt 

tctcaatatc 

tggttaggat 

ttgtctaagc 

tagggtatat 

tgcgtgtatg 

gtataatttg 

tgtttcacta 

aaataaattc 



ttaccaatgg 
tttaatataa 
catatcttca 
tttaatccac 
ttcttaactg 
taatctttgt 
tttaataaga 
caaataatgc 



gtagctataa 
atctttttac 
catatggccc 
tgtgttaggt 
atgagagagg 
tagtataaaa 
gatggatata 
aaactgtttt 



ggctacagct 
tgagagatca 
tttctgaatc 
cacaacttca 
cttagacatg 
gatattaaat 
ttaaaattac 
caataaaaag 



tattttgtaa 
ttatagaaac 
aaagtgcggc 
aatacatgca 
agtgtgtagt 
ataggtgcca 
attcatcaag 

aggagactgt 



ctattttata 
atgttaaagt 
aaagtaaata 
tttttcaata 
cttccttcaa 
agaattaaat 
gcatgatttt 
taatgtgtaa 



60 
120 
180 
240 
300 
360 
420 
480 
490 



<210> 26 

<211> 1167 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 26 

gcatgctgca 

tggtttggat 

tcaacagtac 

caaatcttta 

tgaagaagct 

actggctact 

acatgccaga 

ggatgtactg 

aaacgacagt 

taaacaccaa 

ccaagctgag 

ttatccaaat 

tttgtaacta 

tagaaacatg 

gtgcggcaaa 

acatgcattt 

gtgtagtctt 

ggtgccaaga 

catcaaggca 

agactgttaa 



acgactctct 
ccattgctgg 
aaaaaactgg 
tctcaagaag 
ttaaaaaaca 
caactgcaac 
gaggcctccc 
aggaagaagg 
ctggggaagc 
agccttaact 
ataaaatcaa 
atattaacta 
ttttatatct 
ttaaagttgg 
gtaaatattg 
ttcaatatag 
ccttcaatgc 
attaaatgta 
tgatttttgt 
tgtgtactta 



taatcctcca 

caaagttgtt 

aagaggaaat 

aaaatctgaa 

gagagaacat 

aagctctgac 

aagtggccaa 

ttggaaccgg 

gatcacatct 

tagcaaacag 

atcacaaatg 

tagactttta 

caatatcttt 

ttaggatcat 

tctaagcttt 

ggtatatttc 

gtgtatgtaa 

taatttgttt 

ttcactacaa 

taaattc 



ccgctacaga 
atctatgcaa 
ccagaccctt 
ggatcagttt 
tgtttccatc 
agagcgagca 
tgaaaaagtt 
gaccatgagg 
ggtgaccagg 
ttgttagaag 
tttaaccact 
ccaatgggta 
aatataaatc 
atcttcacat 
aatccactgt 
ttaactgatg 
tctttgttag 
aataagagat 
ataatgcaaa 



ctaaatgagg 
caagccagag 
cgagtttact 
aactataccc 
actcaacaac 
aatatggaat 
caaaagttgg 
acagtgatct 
ctgcttcatt 
tgggacactc 
ttgctgctga 
gctataaggt 
tttttactga 
atggcccttt 
gttaggtcaa 
agagaggctt 
tataaaagat 
ggatatatta 
ctgttttcaa 



gatttcttct 

aaactgcagt 

acagtttaca 

ttagtacata 

aaaatgagga 

tacaacttca 

aaaggctggt 

gattgaaaaa 

caacactgtg 

caaccacatt 

cttgagttat 

tacagcttat 

gagatcatta 

ctgaatcaaa 

aacttcaaat 

agacatgagt 

attaaatata 

aaattacatt 

taaaaagagg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1167 



<210> 27 
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<2H> 156 
<212> PRT 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 27 

His Ala Ala Thr Thr Leu Leu He Leu His Arg Tyr Arg Leu Asn Glu 
15 10 15 



Gly Phe Leu Leu Gly Leu Asp Pro Leu Leu Ala Lys Leu Leu Ser Met 
20 25 30 



Gin Gin Ala Arg Glu Thr Ala Val Gin Gin Tyr Lys Lys Leu Glu Glu 
35 40 45 



Glu He Gin Thr Leu Arg Val Tyr Tyr Ser Leu His Lys Ser Leu Ser 
50 55 60 



Gin Glu Glu Asn Leu Lys Asp Gin Phe Asn Tyr Thr Leu Ser Thr Tyr 
65 70 75 80 



Glu Glu Ala Leu Lys Asn Arg Glu Asn He Val Ser .lie Thr Gin Gin 
85 90 95 



Gin Asn Glu Glu Leu Ala Thr Gin Leu Gin Gin Ala Leu Thr Glu Arg 
100 105 HO 



Ala Asn Met Glu Leu Gin Leu Gin His Ala Arg Glu Ala Ser Gin Val 
115 120 125 



Ala Asn Glu Lys Val Gin Lys Leu Glu Arg Leu Val Asp Val Leu Arg 
130 135 140 



Lys Lys Val Gly Thr Gly Thr Met Arg Thr Val He 
145 150 155 



<210> 28 

<211> 2643 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 28 

cgccccgctc ctccgccgga tcgtctgtgg gtgagtctcg agccaggagg ctctgagcca 60 
gtggcgattg gctgacgcgg tggctgcgca ctcggcctga gaaactcggc aagcgcgcag 120 
tgtcgactcc ccggtctatg ccaggcgcat ctcagatacc agcattgcca ccggtgggta 180 
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gaacactaag tgggctcttg gagtccctga ttccagaact tgactcttgg atgacatttc 240 

tggacctgct ctgggccaga gaggagacca cttcccttaa gggaacgagg tctcactata 300 

ttgcccagac tggtctcgaa ctcctgggct caaacagtcc ccctgcgttg gcctcccaaa 360 

gtgatggaat tacaggtgtg aatcactgca tctgactatg gcaaggatct ctgtcactga 4 20 

gctaatccaa aagtaaatga gaaacttaga aaaagattgc caattccaaa tcaacatatt 480 

tagagaaaat tggaaaagga gaagcttact acagctttat ttgaggactt tttaaagaac 540 

qctgggttct atctgtgagc tgcaaatctt ggagcaaaaa ccagagacat tgccagagca 600 

aacaagaaca gaaatacaaa tggagaactg gtcaaaagac ataacccaca gttatcttga 660 

acaagaaact acggggataa ataaaagtac gcagccagat gagcaactga ctatgaattc 720 

tgagaaaagt atgcatcgga aatccactga attagttaat gaaataacat gtgagaacac 780 

agaatggcca gggcagagat caacgaattt tcagatcatc agttcttatc cagatgatga 840 

gtctgtttac tgcactactg aaaaatacaa cgttatggaa catagacata atgatatgca 900 

ttatgaatgt atgactcctt gtcaagttac ttcagactca gataaagaga agacaatagc 960 

atttcttcta aaagaattgg atattctcag aacaagcaat aaaaagcttc agcagaaatt 1020 

ggctaaagaa gataaagaac agagaaaact aaagtttaag ctggaactcc aagagaaaga . 1080 

aacagaagct aaaattgctg aaaagacagc agctctggtt gaagaagtgt att.tt^cgca 1140 

gaaggaacgt gatgaagctg ttatgtctag actgcaatta gccattgagg agagagatga 1200 

agcaattgca cgagccaagc atatggaaat gtctctaaaa gtgctagaaa atattaaccc 1260 

tgaagaaaat gacatgacat tacaggaatt actgaacaga ataaacaatg cagacacagg 1320 

gatagctatt cagaagaatg gagctataat tgtggataga atctacaaga ccaaggaatg 1380 

taaaatgaga ataactgcag aagaaatgag tgcactaata gaagaacggg atgctgcctt 1440 

gtctaagtgc aaacggttag agcaggagct tcatcatgtg aaagagcaga accagacttc 1500 

agcaaacaac atgagacatc tgactgctga aaacaatcaa gaacgtgctc tgaaggcaaa 1560 

gttgttatct atgcaacaag ccagagaaac tgcagttcaa cagtacaaaa aactggaaga 1620 

ggaaatccag acccttcgag tttactacag tttacacaaa tctttatctc aagaagaaaa 1680 

tctgaaggat cagtttaact atacccttag tacatatgaa gaagctttaa aaaacagaga 1740 

gaacattgtt tccatcactc aacaacaaaa tgaggaactg gctactcaac tgcaacaagc 1800 

tctgacagag cgagcaaata tggaattaca acttcaacat gccagagagg cctcccaagt 18 60 

ggccaatgaa aaagttcaaa agttggaaag gctggtggat gtactgagga agaaggttgg 1920 

aaccgggacc atgaggacag tgatctgatt gaaaaaaaac gacagtctgg ggaagcgatc 1980 

acatctggtg accaggctgc ttcattcaac actgtgtaaa caccaaagcc ttaacttagc 2040 

aaacagttgt tagaagtggg acactccaac cacattccaa gctgagataa aatcaaatca 2100 

caaatgttta accactttgc tgctgacttg agttatttat ccaaatatat taactataga 2160 

cttttaccaa tgggtagcta taaggttaca gcttattttg taactatttt atatctcaat 2220 

atctttaata taaatctttt tactgagaga tcattataga aacatgttaa agttggttag 2280 

gatcatatct tcacatatgg ccctttctga atcaaagtgc ggcaaagtaa atattgtcta 2340 

agctttaatc cactgtgtta ggtcaaaact tcaaatacat gcatttttca atatagggta 2400 

tatttcttaa ctgatgagag aggcttagac atgagtgtgt agtcttcctt caatgcgtgt 24 60 

atgtaatctt tgttagtata aaagatatta aatataggtg ccaagaatta aatgtataat 2520 

ttgtttaata agagatggat atattaaaat tacattcatc aaggcatgat ttttgtttca 2580 

ctacaaataa tgcaaactgt tttcaataaa aagaggagac tgttaatgtg tacttataaa 2640 

ttc 2643 



<210> 29 

<211> 442 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 29 

Met Glu Asn Trp Ser Lys Asp He Thr His Ser Tyr Leu Glu Gin Glu 



Thr Thr Gly He Asn Lys Ser Thr Gin Pro Asp Glu Gin Leu Thr Met 
20 25 30 
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Asn Ser Glu Lys Ser Met His Arg Lys Ser Thr Glu Leu Val Asn Glu 
35 40 45 



lie Thr Cys Glu Asn Thr Glu Trp Pro Gly Gin Arg Ser Thr Asn Phe 
50 55 60 



Gin He He Ser Ser Tyr Pro Asp Asp Glu Ser Val Tyr Cys Thr Thr 
65 70 75 80 



Glu Lys Tyr Asn Val Met Glu His Arg His Asn Asp Met His Tyr Glu 
85 90 95 ' 



Cys Met Thr Pro Cys Gin Val Thr Ser Asp Ser Asp Lys Glu Lys Thr 
100 105 110 



He Ala Phe Leu Leu Lys Glu Leu Asp He Leu Arg Thr Ser Asn Lys 
115 120 125 



Lys Leu Gin Gin Lys Leu Ala Lys Glu Asp Lys Glu Gin Arg Lys Leu 
130 135 140 



Lys Phe Lys Leu Glu Leu Gin Glu Lys Glu Thr Glu Ala Lys He Ala 
145 150 155 160 



Glu Lys Thr Ala Ala Leu Val Glu Glu Val Tyr Phe Ala Gin Lys Glu 
165 170 175 



Arg Asp Glu Ala Val Met Ser Arg Leu Gin Leu Ala He Glu Glu Arg 
180 185 190 



Asp Glu Ala He Ala Arg Ala Lys His Met Glu Met Ser Leu Lys Val 
195 200 205 



Leu Glu Asn He Asn Pro Glu Glu Asn Asp Met Thr Leu Gin Glu Leu 
210 215 220 



Leu Asn Arg He Asn Asn Ala Asp Thr Gly He Ala He Gin Lys Asn 
225 230 235 240 



Gly Ala He He Val Asp Arg He Tyr Lys Thr Lys Glu Cys Lys Met 
245 250 255 



Arg He Thr Ala Glu Glu Met Ser Ala Leu He Glu Glu Arg Asp Ala 
260 265 270 
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Ala Leu Ser Lys Cys Lys Arg Leu Glu Gin Glu Leu His His Val Lys 
275 280 285 

Glu Gin Asn Gin Thr Ser Ala Asn Asn Met Arg His Leu Thr Ala Glu 
290 295 300 



Asn Asn Gin Glu Arg Ala Leu Lys Ala Lys Leu Leu Ser Met Gin Gin 
305 310 315 320 

Ala Arg Glu Thr Ala Val Gin Gin Tyr Lys Lys Leu Glu Glu Glu He 
325 330 335 



Gin Thr Leu Arg Val Tyr Tyr Ser Leu His Lys Ser Leu Ser Gin Glu 
340 345 350 



Glu Asn Leu Lys Asp Gin Phe Asn Tyr Thr Leu Ser Thr Tyr Glu Glu 
355 360 365 



Ala Leu Lys Asn Arg Glu Asn He Val Ser He Thr Gin Gin Gin Asn 
370 375 380 



Glu Glu Leu Ala Thr Gin Leu Gin Gin Ala Leu Thr Glu Arg Ala Asn 

385 390 395 400 

Met Glu Leu Gin Leu Gin His Ala Arg Glu Ala Ser Gin Val Ala Asn 

405 410 415 



Glu Lys Val Gin Lys Leu Glu Arg Leu Val Asp Val Leu Arg Lys Lys 
420 425 430 



Val Gly Thr Gly Thr Met Arg Thr Val He 
435 440 



<210> 30 

<211>. 1686 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 30 

cgccccgctc ctccgccgga tcgtctgtgg gtgagtctcg agccaggagg ctctgagcca 
gtggcgattg gctgacgcgg tggctgcgca ctcggcctga gaaactcggc aagcgcgcag 120 
tgtcgactcc ccggtctatg ccaggcgcat ctcagctctg gttgaagaag tgtattttgc 180 
gcagaaggaa cgtgatgaag ctgttatgtc tagactgcaa ttagccattg aggagagaga 240 
tgaagcaatt gcacgagcca agcatatgga aatgtctcta aaagtgctag aaaatattaa 300 
ccctgaagaa aatgacatga cattacagga attactgaac agaataaaca atgcagacac 360 
agggatagct attcagaaga atggagctat aattgtggat agaatctaca agaccaagga 420 
atgtaaaatg agaataactg cagaagaaat gagtgcacta atagaagaac gggatgctgc 480 



60 
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cttgtctaag tgcaaacggt tagagcagga gcttcatcat gtgaaagagc agaaccagac 540 

ttcagcaaac aacatgagac atctgactgc tgaaaacaat caagaacgtg ctctgaaggc 600 

aaagttgtta tctatgcaac aagccagaga aactgcagtt caacagtaca aaaaactgga 660 

agaggaaatc cagacccttc gagtttacta cagtttacac aaatctttat ctcaagaaga 720 

aaatctgaag gatcagttta actataccct tagtacatat gaagaagctt taaaaaacag 780 

agagaacatt gtttccatca ctcaacaaca aaatgaggaa ctggctactc aactgcaaca 840 

agctctgaca gagcgagcaa atatggaatt acaacttcaa catgccagag aggcctccca 900 

agtggccaat gaaaaagttc aaaagttgga aaggctggtg gatgtactga ggaagaaggt 960 

tggaaccggg accatgagga cagtgatctg attgaaaaaa aacgacagtc tggggaagcg 1020 

atcacatctg gtgaccaggc tgcttcattc aacactgtgt aaacaccaaa gccttaactt 1080 

agcaaacagt tgttagaagt gggacactcc aaccacattc caagctgaga taaaatcaaa 1140 

tcacaaatgt ttaaccactt tgctgctgac ttgagttatt tatccaaata tattaactat 1200 

agacttttac caatgggtag ctataaggtt acagcttatt ttgtaactat tttatatctc 1260 

aatatcttta atataaatct ttttactgag agatcattat agaaacatgt taaagttggt 1320 

taggatcata tcttcacata tggccctttc tgaatcaaag tgcggcaaag taaatattgt 1380 

ctaagcttta atccactgtg ttaggtcaaa acttcaaata catgcatttt toaatatagg 1440 

gtatatttct taactgatga gagaggctta gacatgagtg tgtagtcttc cttcaatgcg 1500 

tgtatgtaat ctttgttagt ataaaagata ttaaatatag gtgccaagaa ttaaatgtat 1560 

aatttgttta ataagagatg gatatattaa aattacattc atcaaggcat gatttttgtt 1620 

tcactacaaa taatgcaaac tgttttcaat aaaaagagga gactgttaat gtgtacttat 1680 

aaattc 1686 

<210> 31 
<211> 261 
<212> PRT 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 31 

Met Ser Arg Leu Gin Leu Ala lie Glu Glu Arg Asp Glu Ala lie Ala 



Pro Glu Glu Asn Asp Met Thr Leu Gin Glu Leu Leu Asn Arg lie Asn 
35 40 45 

Asn Ala Asp Thr Gly lie Ala He Gin Lys Asn Gly Ala He He Val 
50 55 60 

Asp Arg He Tyr Lys Thr Lys Glu Cys Lys Met Arg He Thr Ala Glu 

65 70 75 80 

Glu Met Ser Ala Leu He Glu Glu Arg Asp Ala Ala Leu Ser Lys Cys 



Lys Arg Leu Glu Gin Glu Leu His His Val Lys Glu Gin Asn Gin Thr 
100 105 110 
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Ser Ala Asn Asn Met Arg His Leu Thr Ala Glu Asn Asn Gin Glu Arg 
115 120 125 

Ala Leu Lys Ala Lys Leu Leu Ser Met Gin Gin Ala Arg Glu Thr Ala 
130 135 140 

Val Gin Gin Tyr Lys Lys Leu Glu Glu Glu He Gin Thr Leu Arg Val 
145 150 155 160 

T T Ser Leu His Lys ser Leu Ser Gin Glu Glu Asn Leu Lys Asp 
165 170 175 



Gin Phe Asn Tyr Thr Leu Ser Thr Tyr Glu Glu Ala Leu Lys Asn Arg 
180 185 190 

Glu Asn He Val Ser He Thr Gin Gin Gin Asn Glu Glu Leu Ala Thr 
195 200 205 

Gin Leu Gin Gin Ala Leu Thr Glu Arg Ala Asn Met Glu Leu Gin Leu 
210 215 220 

Gin His Ala Arg Glu Ala Ser Gin Val Ala Asn Glu Lys Val Gin Lys 
225 230 235 240 

Leu Glu Arg Leu Val Asp Val Leu Arg Lys Lys Val Gly Thr Gly Thr 
245 250 255 



Met Arg Thr Val He 
260 



<210> 32 
<211> 2452 
<212> DNA 
<213>. Artificial 

<2 20> 

<2 23> cDNA or putative protein derived from a cDNA. 

<4 00> 32 cf . 

cgccccgctc ctccgccgga tcgtctgtgg gtgagtctcg agccaggagg ctctgagcca bu 

gtggcgattg gctgacgcgg tggctgcgca ctcggcctga gaaactcggc aagcgcgcag 120 

tgtcgactcc ccggtctatg ccaggcgcat ctcagctaat ccaaaagtaa atgagaaact 180 

tagaaaaaga ttgccaattc caaatcaaca tatttagaga aaattggaaa aggagaagct 240 

tactacagct ttatttgagg actttttaaa gaacgctggg ttctatctgt gagctgcaaa 300 

tcttggagca aaaaccagag acattgccag agcaaacaag aacagaaata caaatggaga 360 

actggtcaaa agtttgctac ttcgcatatc cctacttgac cttttttgga gcaaatgcct 420 

tfcgtgaagtc ttcctagagt cttccagaca taacccacag ttatcttgaa caagaaacta 480 

cggggataaa taaaagtacg cagccagatg agcaactgac tatgaattct gagaaaagta 540 

tgcatcggaa atccactgaa ttagttaatg aaataacatg tgagaacaca gaatggccag 600 

ggcagagatc aacgaatttt cagatcatca gttcttatcc agatgatgag tctgtttact 660 

gcactactga aaaatacaac gttatggaac atagacataa tgatatgcat tatgaatgta 720 



WO 2005/067629 



PCTAJS2005/000040 



tgactccttg tcaagttact tcagactcag ataaagagaa gacaatagca tttcttctaa 780 

aagaattgga tattctcaga acaagcaata aaaagcttca gcagaaattg gctaaagaag 840 

ataaagaaca gagaaaacta aagtttaagc tggaactcca agagaaagaa acagaagcta 900 

aaattgctga aaagacagca gctctggttg aagaagtgta ttttgcgcag aaggaacgtg 960 

atgaagctgt tatgtctaga ctgcaattag ccattgagga gagagatgaa gcaattgcac 1020 

gagccaagca tatggaaatg tctctaaaag tgctagaaaa tattaaccct gaagaaaatg 1080 

acatgacatt acaggaatta ctgaacagaa taaacaatgc agacacaggg atagctattc 1140 

agaagaatgg agctataatt gtggatagaa tctacaagac caaggaatgt aaaatgagaa 1200 

taactgcaga agaaatgagt gcactaatag aagaacggga tgctgccttg tctaagtgca 1260 

aacggttaga gcaggagctt catcatgtga aagagcagaa ccagacttca gcaaacaaca 1320 

tgagacatct gactgctgaa aacaatcaag aacgtgctct gaaggcaaag ttgttatcta 1380 

tgcaacaagc cagagaaact gcagttcaac agtacaaaaa actggaagag gaaatccaga 1440 

cccttcgagt ttactacagt ttacacaaat ctttatctca agaagaaaat ctgaaggatc 1500 

agtttaacta tacccttagt acatatgaag aagctttaaa aaacagagag aacattgttt 1560 

ccatcactca acaacaaaat gaggaactgg ctactcaact gcaacaagct ctgacagagc 1620 

gagcaaatat ggaattacaa cttcaacatg ccagagaggc ctcccaagtg gccaatgaaa 1680 

aagttcaaaa gttggaaagg ctggtggatg tactgaggaa gaaggttgga accgggacca 1740 

tgaggacagt gatctgattg aaaaaaaacg acagtctggg gaagcgatca catctggtga 1800 

ccaggctgct tcattcaaca ctgtgtaaac accaaagcct taacttagca aacagttgtt 18 60 

agaagtggga cactccaacc acattccaag ctgagataaa atcaaatcac aaatgtttaa 1920 

ccactttgct gctgacttga gttatttatc caaatatatt aactatagac ttttaccaat 1980 

gggtagctat aaggttacag cttattttgt aactatttta tatctcaata tctttaatat 2040 

aaatcttttt actgagagat cattatagaa acatgttaaa gttggttagg atcatatctt 2100 

cacatatggc cctttctgaa tcaaagtgcg gcaaagtaaa tattgtctaa gctttaatcc 2160 

actgtgttag gtcaaaactt caaatacatg catttttcaa tatagggtat atttcttaac 2220 

tgatgagaga ggcttagaca tgagtgtgta gtcttccttc aatgcgtgta tgtaatcttt 2280 

gttagtataa aagatattaa atataggtgc caagaattaa atgtataatt tgtttaataa 2340 

gagatggata tattaaaatt acattcatca aggcatgatt tttgtttcac tacaaataat 2400 

gcaaactgtt ttcaataaaa agaggagact gttaatgtgt acttataaat tc 2452 



<210> 33 

<211> 411 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 33 

Met Asn Ser Glu Lys Ser Met His Arg Lys Ser Thr Glu Leu Val Asn 
15 10 15 



Glu He Thr Cys Glu Asn Thr Glu Trp Pro Gly Gin Arg Ser Thr Asn 
20 25 30 



Phe Gin He He Ser Ser Tyr Pro Asp Asp Glu Ser Val Tyr Cys Thr 
35 40 45 



Thr Glu Lys Tyr Asn Val Met Glu His Arg His Asn Asp Met His Tyr 
50 55 60 



Glu Cys Met Thr Pro Cys Gin Val Thr Ser Asp Ser Asp Lys Glu Lys 
65 70 75 80 
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Thr He Ala Phe Leu Leu Lys Glu Leu Asp He Leu Arg Thr Ser Asn 
85 " 90 95 



Lvs Lys Leu Gin Gin Lys Leu Ala Lys Glu Asp Lys Glu Gin Arg Lys 
100 105 HO 

Leu Lys Phe Lys Leu Glu Leu Gin Glu Lys Glu Thr Glu Ala Lys He 
115 120 125 

Ala Glu Lys Thr Ala Ala Leu Val Glu Glu Val Tyr Phe Ala Gin Lys 
130 135 140 

Glu Arg Asp Glu Ala Val Met Ser Arg Leu Gin Leu Ala He Glu Glu 
145 ~' " 150 155 160 

Arq Asp Glu Ala He Ala Arg Ala Lys His Met Glu Met Ser Leu Lys 
165 170 175 

Val Leu Glu Asn He Asn Pro Glu Glu Asn Asp Met Thr Leu Gin Glu 
180 185 190 

Leu Leu Asn Arg He Asn Asn Ala Asp Thr Gly He Ala He Gin Lys 
195 200 205 

Asn Gly Ala He He Val Asp Arg He Tyr Lys Thr Lys Glu Cys Lys 
210 215 220 

Met Arq He Thr Ala Glu Glu Met Ser Ala Leu He Glu Glu Arg Asp 
225 230 235 240 

Ala Ala Leu Ser Lys Cys Lys Arg Leu Glu Gin Glu Leu His His Val 
245 250 255 

Lvs Glu Gin Asn Gin Thr Ser Ala Asn Asn Met Arg His Leu Thr Ala 
260 265 270 

Glu Asn Asn Gin Glu Arg Ala Leu Lys Ala Lys Leu Leu Ser Met Gin 
275 280 285 

Gin Ala Arg Glu Thr Ala Val Gin Gin Tyr Lys Lys Leu Glu Glu Glu 
290 295 300 

He Gin Thr Leu Arg Val Tyr Tyr Ser Leu His Lys Ser Leu Ser Gin 
305 310 315 320 

Glu Glu Asn Leu Lys Asp Gin Phe Asn Tyr Thr Leu Ser Thr Tyr Glu 
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325 



330 
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335 



Glu Ala Leu Lys Asn Arg Glu Asn lie Val Ser lie Thr Gin Gin Gin 
340 345 350 

Asn Glu Glu Leu Ala Thr Gin Leu Gin Gin Ala Leu Thr Glu Arg Ala 
355 360 365 

Asn Met Glu Leu Gin Leu Gin His Ala Arg Glu Ala Ser Gin Val Ala 
370 375 380 

Asn Glu Lys Val Gin Lys Leu Glu Arg Leu Val Asp Val Leu . Arg Lys 
385 390 395 400 

Lys. Val Gly Thr Gly Thr Met Arg Thr Val lie 



<210> 34 
<211> 2369 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 34 

acattttcag ctttgatttg ccaggaactt caggtggctg tatggaaatg taaacctttg 60 

tatgaaggag tgtatcagtg cgtcagaact tggcacccac aaggatctta agaaaacagg 120 

ctatttgttc cttggagaaa ctattctcta atccaaaagt aaatgagaaa cttagaaaaa 180 

gattgccaat tccaaatcaa catatttaga gaaaattgga aaaggagaag cttactacag 240 

ctttatttga ggacttttta aagaacgctg ggttctatct gtgagctgca aatcttggag 300 

caaaaaccag agacattgcc agagcaaaca agaacagaaa tacaaatgga gaactggtca 360 

aaagacataa cccacagtta tcttgaacaa gaaactacgg ggataaataa aagtacgcag 420 

ccagatgagc aactgactat gaattctgag aaaagtatgc atcggaaatc cactgaatta 480 

gttaatgaaa taacatgtga gaacacagaa tggccagggc agagatcaac gaattttcag 540 

atcatcagtt cttatccaga tgatgagtct gtttactgca ctactgaaaa atacaacgtt 600 

atggaacata gacataatga tatgcattat gaatgtatga ctccttgtca agttacttca 660 

gactcagata aagagaagac aatagcattt cttctaaaag aattggatat tctcagaaca 720 

agcaataaaa agcttcagca gaaattggct aaagaagata aagaacagag aaaactaaag 780 

tttaagctgg aactccaaga gaaagaaaca gaagctaaaa ttgctgaaaa gacagcagct 840 

ctggttgaag aagtgtattt tgcgcagaag gaacgtgatg aagctgttat gtctagactg 900 

caattagcca ttgaggagag agatgaagca attgcacgag ccaagcatat ggaaatgtct 960 

ctaaaagtgc tagaaaatat taaccctgaa gaaaatgaca tgacattaca ggaatfactg 1020 

aacagaataa acaatgcaga cacagggata gctattcaga agaatggagc tataattgtg 1080 

gatagaatct acaagaccaa ggaatgtaaa atgagaataa ctgcagaaga aatgagtgca 1140 

ctaatagaag aacgggatgc tgccttgtct aagtgcaaac ggttagagca ggagcttcat 1200 

catgtgaaag agcagaacca gacttcagca aacaacatga gacatctgac tgctgaaaac 1260 

aatcaagaac gtgctctgaa ggcaaagttg ttatctatgc aacaagccag agaaactgca 1320 

gttcaacagt acaaaaaact ggaagaggaa atccagaccc ttcgagttta ctacagttta 1380 

cacaaatctt tatctcaaga agaaaatctg aaggatcagt ttaactatac ccttagtaca 14 40 

tatgaagaag ct-ttaaaaaa cagagagaac attgtttcca tcactcaaca acaaaatgag 1500 

gaactggcta ctcaactgca acaagctctg acagagcgag caaatatgga attacaactt 1560 

caacatgcca gagaggcctc ccaagtggcc aatgaaaaag ttcaaaagtt ggaaaggctg 1620 

gtggatgtac tgaggaagaa ggttggaacc gggaccatga ggacagtgat ctgattgaaa 1680 

aaaaacgaca gtctggggaa gcgatcacat ctggtgacca ggctgcttca ttcaacactg 1740 
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tgtaaacacc 
ttccaagctg 
atttatccaa 
attttgtaac 
tatagaaaca 
aagtgcggca 
atacatgcat 
gtgtgtagtc 
taggtgccaa 
ttcatcaagg 
gqagactgtt 



aaagccttaa 
agataaaatc 
atatattaac 
tattttatat 
tgttaaagtt 
aagtaaatat 
ttttcaatat 
ttccttcaat 
gaattaaatg 
catgattttt 
aatgtgtact 



cttagcaaac 
aaatcacaaa 
tatagacttt 
ctcaatatct 
ggttaggatc 
tgtctaagct 
agggtatatt 
gcgtgtatgt 
tataatttgt 
gtttcactac 
tataaattc 



agttgttaga 
tgtttaacca 
taccaatggg 
ttaatataaa 
atatcttcac 
ttaatccact 
tcttaactga 
aatctttgtt 
ttaataagag 
aaataatgca 



agtgggacac 
ctttgctgct 
tagctataag 
tctttttact 
atatggccct 
gtgttaggtc 
tgagagaggc 
agtataaaag 
atggatatat 
aactgttttc 



tccaaccaca 
gacttgagtt 
gttacagctt 
gagagatcat 
ttctgaatca 
aaaacttcaa 
ttagacatga 
atattaaata 
taaaattaca 
aataaaaaga 



1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2369 



<210> 35 

<211> 442 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 35 

Met Glu Asn Trp Ser Lys Asp He Thr His Ser Tyr Leu Glu Gin Glu 
1 5 10 15 



Thr Thr Gly He Asn Lys Ser Thr Gin Pro Asp Glu Gin Leu Thr Met 
20 25 30 



Asn Ser Glu Lys Ser Met His Arg Lys Ser Thr Glu Leu Val Asn Glu 
35 40 45 

He Thr Cys Glu Asn Thr Glu Trp Pro Gly Gin Arg Ser Thr Asn Phe 
50 55 60 



Gin He He Ser Ser Tyr Pro Asp Asp Glu Ser Val Tyr Cys Thr Thr 
65 70 75 80 

Glu Lys Tyr Asn Val Met Glu His Arg His Asn Asp Met His Tyr Glu 
85 90 95 



Cys Met Thr Pro Cys Gin Val Thr Ser Asp Ser Asp Lys Glu Lys Thr 
100 105 HO 



He Ala Phe Leu Leu Lys Glu Leu Asp He Leu Arg Thr Ser Asn Lys 
115 120 125 

Lys Leu Gin Gin Lys Leu Ala Lys Glu Asp Lys Glu Gin Arg Lys Leu 
130 135 140 



Lys Phe Lys Leu Glu Leu Gin Glu Lys Glu Thr Glu Ala Lys He Ala 
145 150 155 160 



WO 2005/067629 



PCT/US2005/000040 



Glu Lys Thr Ala Ala Leu Val Glu Glu Val Tyr Phe Ala Gin Lys Glu 
165 170 175 



Arg Asp Glu Ala Val Met Ser Arg Leu Gin Leu Ala lie Glu Glu Arg 
180 185 190 



Asp Glu Ala He Ala Arg Ala Lys His Met Glu Met Ser Leu Lys Val 
195 200 205 



Leu Glu Asn He Asn Pro Glu Glu Asn Asp Met Thr Leu Gin Glu Leu 
210 215 220 



Leu Asn Arg He Asn Asn Ala Asp Thr Gly He Ala He Gin Lys Asn 
225 230 235 240 



Gly Ala He lie Val Asp Arg He Tyr Lys Thr Lys Glu Cys Lys Met 
245 250 255 



Arg He Thr Ala Glu Glu Met Ser Ala Leu He Glu Glu Arg Asp Ala 
260 265 270 



Ala Leu Ser Lys Cys Lys Arg Leu Glu Gin Glu Leu His His Val Lys 
275 ^ 280 285 



Glu Gin Asn Gin Thr Ser Ala Asn Asn Met Arg His Leu Thr Ala Glu 
290 295 300 



Asn Asn Gin Glu Arg Ala Leu Lys Ala Lys Leu Leu Ser Met Gin Gin 
305 310 315 320 



Ala Arg Glu Thr Ala Val Gin Gin Tyr Lys Lys Leu Glu Glu Glu He 
325 330 335 



Gin Thr Leu Arg yal Tyr Tyr Ser Leu His Lys Ser Leu Ser Gin Glu 
340 345 350 



Glu Asn Leu Lys Asp Gin. Phe Asn Tyr Thr Leu Ser Thr Tyr Glu Glu 
355 360 365 



Ala Leu Lys Asn Arg Glu Asn He Val Ser lie Thr Gin Gin Gin Asn 
370 375 380 



Glu Glu Leu Ala Thr Gin Leu Gin Gin Ala Leu Thr Glu Arg Ala Asn 
385. 390 395 400 
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Met Glu Leu Gin Leu Gin His Ala Arg Glu Ala Ser Gin Val Ala Asn 
405 410 415 



Glu Lys Val Gin Lys Leu Glu Arg Leu Val Asp Val Leu Arg Lys Lys 
420 425 430 



Val Gly Thr Gly Thr Met Arg Thr Val He 
435 440 



<210> 36 

<211> 2100 - 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 36 

caatggtcca gtcaatgacc ttgcttgaaa atcaacttgt tgagaaactt tgggtactta 60 

aagttctgca gcatctctca acttctgaag ttaattgtac tataatgatg aaagcacaag 120 
cagccagtgg aatctgtact cacctcaatg acccagatcc ctctggacag cttttatttc 
gttcatcaga aatactttgg aacttgctgg aaaaatcttc aaaagaagaa gtcatacaac 
agcttagtaa cttggaatgt ttgctggctt tgaaggaagt atttaaaaat ctgtttatga 
gaggtttcag tcattatgac cgtcagctta gaaatgacat attagtgatc actacaatta 
tagctcaaaa tcctgaagca ccaatgattg aatgtggctt taccaaggat ttgatactgt 
ttgccacctt taatgaagtt aaaagtcaaa atcttttggt aaaaggactt aagctttcta 

attcctatga agattttgag ttgaagaaat tactattcaa cgtaattgtg atcttatgta 540 

aagatttacc tactgtacag ctattaattg atggcaaagt tattttggct ttgtttacct 600 

atgttaagaa gcctgagaag caaaaaataa ttgactggtc tgcagcacag catgaagaat 660 

tacaactgca tgcaattgcc actttgtcat cagtggctcc tttattaata gaagaataca 720 

tgtcatgcca gggaaatgct cgagtccttg catttctaga atggtgtgag agtgaagatc 780 

cgtttttcag tcatggtaac agttttcatg gtacaggtgg ccgaggcaac aagtttgccc 840 

agatgcgtta cagtttaaga ctcctgagag ccatggtcta ccttgaagat gagactgtaa 900 

acaaagatct ttgtgaaaag ggaacaattc agcaaatgat aggaatcttt aaaaatataa 960 

taagcaagcc taatgaaaag gaagaagcca ttgttttgga aatccagtct gatatattac 1020 

ttatcctatc tggcctttgt gagaatcaca ttcaaaggaa ggaaattttc ggaactgaag 1080 

gagtagatat cgttcttcat gtgatgaaaa cagaccccag gaagttacag agtggcttag 1140 

gctataatgt acttcttttt agtacattgg acagcatttg gtgctgtatt ttgggatgtt 1200 

atccctcaga ggattatttt cttgaaaagg aaggcatttt tctccttttg gatttgttag 1260 

cattgaacca aaaaaaattc tgtaatctaa tacttggaat aatggttgaa ttttgtgata 1320 

atcccaaaac tgcagctcat gtcaatgctt ggcaagggaa gaaggatcag acagctgcta 1380 

gtcttttaat taaattgtgg agaaaggagg aaaaagaact aggagtaaaa cgtgataaaa 14 40 

atgggaagat cattgatttt gaaaatttac ctggcctatc tgctgaagat tttgtcaccc 1500 

tttgtatcat acatagatat cttgatttta aaattggaga aatatggaat gaaatatatg 1560 

aagaaataaa attagaaaaa ttaagaccag tcactacaga taaaaaagct ttggaagcta 1620 

ttacaacagc atcagaaaat attggaaaga tggttgcttc tctgcaaagt gatataattg 1680 

aaagccaagc atgccaagac atgcaaaatg aacaaaaagt atatgcaaaa atacaggcca 1740 

cgcacaagca aagagagctg gctaataaat catgggaaga tttcttggct agaacatcaa 1800 

acgctaaaac gttaaagaaa gcaaaaaggc ttcaagaaaa agctatagaa gcctccagat I860 

accataaacg accacaaaat gcaatatttc accaaacaca tattaaaggc cttaacacaa 1920 

tggtgccctc tggtggagta gtaacagtgg aaagcactcc tgcccgatta gtaggaggac 1980 

ctctggttga tacggatatt gctcttaaaa aactgcccat tcgaggagga gccttgcaga 2040 

gggtgaaagc agttaaaatt gtggatgcac caaaaaagag tattcctacg taatatacta 2100 



180 
240 
300 
360 
420 
480 



<210> 37 
<211> 457 
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<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 37 

Met Ser Cys Gin Gly Asn Ala Arg Val Leu Ala Phe Leu Glu Trp Cys 
15 10 15 

Glu Ser Glu Asp Pro Phe Phe Ser His Gly Asn Ser Phe His Gly Thr 
20 25 30 



Gly Gly Arg Gly Asn Lys Phe Ala Gin Met Arg Tyr Ser Leu Arg Leu 
35 40 4 5 



Leu Arg Ala Met Val Tyr Leu Glu Asp Glu Thr Val Asn Lys Asp Leu 
50 55 60 



Cys Glu Lys Gly Thr lie Gin Gin Met lie Gly lie Phe Lys Asn lie 
65 ~ ~ 70 75 80 



lie Ser Lys Pro Asn Glu Lys Glu Glu Ala lie Val Leu Glu lie Gin 
85 90 95 



Ser Asp lie Leu Leu lie Leu Ser Gly Leu Cys Glu Asn His lie Gin 
100 105 110 



Arg Lys Glu He Phe Gly Thr Glu Gly Val Asp He Val Leu His Val 
115 120 125 



Met Lys Thr Asp Pro Arg Lys Leu Gin Ser Gly Leu Gly Tyr Asn Val 
130 135 140 



Leu Leu Phe Ser Thr Leu Asp Ser He Trp Cys Cys He Leu Gly Cys 
145 150 155 160 



Tyr Pro Ser Glu Asp Tyr Phe Leu Glu Lys Glu Gly He Phe Leu Leu 
165 170 175 



Leu Asp Leu Leu Ala Leu Asn Gin Lys Lys Phe Cys Asn Leu lie Leu 
180 185 190 



Gly lie Met Val Glu Phe Cys Asp Asn Pro Lys Thr Ala Ala His Val 
195 200 205 



Asn Ala Trp Gin Gly Lys Lys Asp Gin Thr Ala Ala Ser Leu Leu He 
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210 215 220 



Lvs Leu Trp Arg Lys Glu Glu Lys Glu Leu Gly Val Lys Arg Asp Lys 

225 230 ~ 235 240 

Asn Gly Lys He He Asp Phe Glu Asn Leu Pro Gly Leu Ser Ala Glu 

245 250 255 



Asp Phe Val Thr Leu Cys He He His Arg Tyr Leu Asp Phe Lys He 
260 265 270 



Gly Glu He Trp Asn Glu He Tyr Glu Glu He Lys Leu Glu Lys Leu 
275 * 280 285 



Arg Pro Val Thr Thr Asp Lys Lys Ala Leu Glu Ala He Thr Thr Ala 
2-90 295 300 



Ser Glu Asn He Gly Lys Met Val Ala Ser Leu Gin Ser Asp He He 
305 310 315 320 



Glu Ser Gin Ala Cys Gin Asp Met Gin Asn Glu Gin Lys Val Tyr Ala 
325 330 335 



Lys He Gin Ala Thr His Lys Gin Arg Glu Leu Ala Asn Lys Ser Trp 
340 345 350 



Glu Asp Phe Leu Ala Arg Thr Ser Asn Ala Lys Thr Leu Lys Lys Ala 
355 360 365 



Lys Arg Leu Gin Glu Lys Ala He Glu Ala Ser Arg Tyr His Lys Arg 
370 375 380 



Pro Gin Asn Ala He Phe His Gin Thr His He Lys Gly Leu Asn Thr 
385 390 395 400 



Met Val Pro Ser Gly Gly Val Val Thr Val Glu Ser Thr Pro Ala Arg 
405 410 415 



Leu Val Gly Gly Pro Leu Val Asp Thr Asp He Ala Leu Lys Lys Leu 
420 425 430 



Pro He Arg Gly Gly Ala Leu Gin Arg Val Lys Ala Val Lys He Val 
435 440 445 



Asp Ala Pro Lys Lys Ser lie Pro Thr 
450 455 
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<210> 38 
<211> 3063 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 38 

caatggtcca gtcaatgacc ttgcttgaaa atcaacttgt tgagaaactt tgggtactta 60 

aagttctgca gcatctctca acttctgaag^ ttaattgtac tataatgatg aaagcacaag 120 

cagccagtgg aatctgtact cacctcaatg" acccagatcc ctctggacag cttttatttc 180 

gttcatcaga aatactttgg aacttgctgg aaaaatcttc aaaagaagaa gtcatacaac 240 

agcttagtaa cttggaatgt ttgctggctt tgaaggaagt atttaaaaat ctgtttatga 300 

gaggtttcag tcattatgac cgtcagctta gaaatgacat attagtgatc actacaatta 360 

tagctcaaaa tcctgaagca ccaatgattg aatgtggctt taccaaggat ttgatactgt 420 

ttgccacctt taatgaagtt aaaagtcaaa atcttttggt aaaaggactt aagctttcta 480 

attcctatga agattttgag ttgaagaaat tactattcaa cgtaattgtg atcttatgta 540 

aagatttacc tactgtacag ctattaattg atggcaaagt tattttggct ttgtttacct 600 

atgttaagaa gcctgagaag caaaaaataa ttgactggtc tgcagcacag catgaagaat 660 

tacaactgca tgcaattgcc actttgtcat cagtggctcc tttattaata gaagaataca 720 

tgtcatgcca gggaaatgct cgagtccttg catttctaga atggtgtgag agtgaagatc 780 

cgtttttcag tcatggtaac agttttcatg gtacaggtgg ccgaggcaac aagtttgccc 840 

agatgcgtta cagtttaaga ctcctgagag ccatggtcta ccttgaagat gagactgtaa 900 

acaaagatct ttgtgaaaag ggaacaattc agcaaatgat aggaatcttt aaaaatataa 960 

taagcaagcc taatgaaaag gaagaagcca ttgttttgga aatccagtct gatatattac 1020 

ttatcctatc tggcctttgt gagaatcaca ttcaaaggaa ggaaattttc ggaactgaag 1080 

gagtagatat cgttcttcat gtgatgaaaa cagaccccag gaagttacag agtggcttag 1140 

gctataatgt acttcttttt agtacattgg acagcatttg gtgctgtatt ttgggatgtt 1200 

atccctcaga ggattatttt cttgaaaagg aaggcatttt tctccttttg gatttgttag 1260 

cattgaacca aaaaaaattc tgtaatctaa tacttggaat aatggttgaa ttttgtgata 1320 

atcccaaaac tgcagctcat gtcaatgctt ggcaagggaa gaaggatcag acagctgcta 1380 

gtcttttaat taaattgtgg agaaaggagg aaaaagaact aggagtaaaa cgtgataaaa 1440 

atgggaagat cattgataca aaaaaacctc tatttactag ctttcaagaa gagcaaaaaa 1500 

tcatcccact gcctgctaac tgcccatcta ttgcggttat ggatgtttct gagaatatta 1560 

gagcaaaaat ttatgctata ttgggcaaac tagattttga aaatttacct ggcctatctg 1620 

ctgaagattt tgtcaccctt tgtatcatac atagatatct tgattttaaa attggagaaa 1680 

tatggaatga aatatatgaa gaaataaaat tagaaaaatt aagaccagtc actacagata 1740 

aaaaagcttt ggaagctatt acaacagcat cagaaaatat tggaaagatg gttgcttctc 1800 

tgcaaagtga tataattgaa agccaagcat gccaagacat gcaaaatgaa caaaaagtat 18 60 

atgcaaaaat acaggccacg cacaagcaaa gagagctggc taataaatca tgggaagatt 1920 

tcttggctag aacatcaaac gctaaaacgt taaagaaagc aaaaaggctt caagaaaaag 1980 

ctatagaagc ctccagatac cataaacgac cacaaaatgc aatatttcac caaacacata 2040 

ttaaaggcct taacacaatg gtgccctctg gtggagtagt aacagtggaa agcactcctg 2100 

cccgattagt aggaggacct ctggttgata cggatattgc tcttaaaaaa ctgcccattc 2160 

gaggaggagc cttgcagagg gtgaaagcag ttaaaattgt ggatgcacca aaaaagagta 2220 

ttcctacgta atatactata gagacttttt gaaataaagt cagcttataa ttttttagct 2280 

gaatatatct ttatacatat gtaaagccaa tattttagaa taagtatttt agtataaata 2340 

ttttagtaaa atactataaa aataaaagga catataattt atttttatgg aaaacatcaa 24 00 

catgtaatat cagaagagtt gtcatcagtt tctttggaaa ggctaccaat tttactaagt 24 60 

gaaattgtaa aacatagtac atcagttagg actctgttgg ttgcatgtga actattctaa 2520 

ctagtttaag tcagaaaaaa aatttcttac aggctctata cctatcaaat ctaggaggaa 2580 

tttagactac aggcattgct gaatctaagg actaaaacta tatgagtagg atcttctcct 2640 

tccctagcag ctcctggctt acattctctt aggttcatgc ctgtgtctct gtggtttctg 2700 

cagctgccta tgcatctcag gacccctgat tgcccacatg cctacggtag tcctgagcca 27 60 

ttcaccatga ctttggccat ggctgagtac tgcctattcc tggagccaga agcagggcaa 2820 

ctccatccaa aacatatgga tagagtgggg aatcagggta ctattatcag aagcaagtat 2880 

atatgaatat tgggcagcaa gataaacaat aactctgcaa caagtatgtt ggtcaaaata 2940 

aaattatgtt ttctctgcta taaaagcaaa tgttagtcat gagccaaatg gtaaaaaaga 3000 
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aaaaaaaatg cagctggttt tactcttaat atataaatat acaaagcaaa ctctaatgct 3060 
act r 3063 



<210> 39 

<211> 742 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 39 

Met Val Gin Ser Met Thr Leu Leu Glu Asn Gin Leu Val Glu Lys Leu , 
1 5 10 15 5 

Trp Val Leu Lys Val Leu Gin His Leu Ser Thir Ser Glu Val Asn Cys 

20 25 30 



Thr He Met Met Lys Ala Gin Ala Ala Ser Gly He Cys Thr His Leu 
35 40 45 



Asn Asp Pro Asp Pro Ser Gly Gin Leu Leu Phe Arg Ser Ser Glu He 
50 55 60 



Leu Trp Asn Leu Leu Glu Lys Ser Ser Lys Glu Glu Val He Gin Gin 
65 70 75 .80 



Leu Ser Asn Leu Glu Cys Leu Leu Ala Leu Lys Glu Val Phe Lys Asn 
85 90 95 



Leu Phe Met Arg Gly Phe Ser His Tyr Asp Arg Gin Leu Arg Asn Asp 
100 105 HO 



He Leu Val He Thr Thr He He Ala Gin Asn Pro Glu Ala Pro Met 
. 115 120 125 



He Glu Cys Gly Phe Thr Lys Asp Leu He Leu Phe Ala Thr Phe Asn 

130 135 140 

Glu Val Lys Ser Gin Asn Leu Leu Val Lys Gly Leu Lys Leu Ser Asn 

145 ' 150 155 160 



Ser Tyr Glu Asp Phe Glu Leu Lys Lys Leu Leu Phe Asn Val He Val 
165 170 175 



He Leu Cys Lys Asp Leu Pro Thr Val Gin Leu Leu He Asp Gly Lys 
180 185 190 
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Val lie Leu Ala Leu Phe Thr Tyr Val Lys Lys Pro Glu Lys Gin Lys 
195 200 205 



lie lie Asp Trp Ser Ala Ala Gin His Glu Glu Leu Gin Leu His Ala 
210 ^ 215 220 



lie Ala Thr Leu Ser Ser Val Ala Pro Leu Leu lie Glu Glu Tyr Met 
225 230 235 240 



Ser Cys Gin Gly Asn Ala Arg Val Leu Ala Phe Leu Glu Trp Cys Glu 
245 250 255 



Ser Glu Asp Pro Phe Phe Ser His Gly Asn Ser Phe His Gly Thr Gly 
260 265 270 



Gly Arg Gly Asn Lys Phe Ala Gin Met Arg Tyr Ser Leu Arg Leu Leu 
275 280 285 



Arg Ala Met Val Tyr Leu Glu Asp Glu Thr Val Asn Lys Asp Leu Cys 
290 * 295 300 



Glu Lys Gly Thr He Gin Gin Met He Gly He Phe Lys Asn He He 
305 310 315 320 



Ser Lys Pro Asn Glu Lys Glu Glu Ala He Val Leu Glu He Gin Ser 
325 330 335 



Asp He Leu Leu He 'Leu Ser Gly Leu Cys Glu Asn His He Gin Arg 
340 345 350 



Lys Glu He Phe Gly Thr Glu Gly Val Asp He Val Leu His Val Met 
355 360 365 



Lys Thr Asp Pro Arg Lys Leu Gin Ser Gly Leu Gly Tyr Asn Val Leu 
370 375 380 



Leu Phe Ser Thr Leu Asp Ser He Trp Cys Cys He Leu Gly Cys Tyr 
385 390 395 400 



Pro Ser Glu Asp Tyr Phe Leu Glu Lys Glu Gly He Phe Leu Leu Leu 
405 410 415 



Asp Leu Leu Ala Leu Asn Gin Lys Lys Phe Cys Asn Leu He Leu Gly 
420 425 430 
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He Met Val Glu Phe Cys Asp Asn Pro Lys Thr Ala Ala His Val Asn 
435 440 445 

Ala Trp Gin Gly Lys Lys Asp Gin Thr Ala Ala Ser Leu Leu He Lys 
450 ' 455 460 

Leu Trp Arg Lys Glu Glu Lys Glu Leu Gly Val Lys Arg Asp Lys Asn 
465 ' 470 475 480 

Gly Lys He lie Asp Thr Lys Lys Pro Leu Phe Thr Ser Phe Gin Glu 
485 490 495 

i 

Glu Gin Lys He He Pro Leu Pro Ala Asn Cys Pro Ser He Ala Val 
500 505 510 

Met Asp Val Ser Glu Asn He Arg Ala Lys He Tyr Ala He Leu Gly 
515 520 525 

Lys Leu Asp Phe Glu Asn Leu Pro Gly Leu Ser Ala Glu. Asp Phe Val 
530 " 535 540 

Thr Leu Cys He He His Arg Tyr Leu Asp Phe Lys He Gly Glu lie 
545 550 555 560 

Trp Asn Glu He Tyr Glu Glu He Lys Leu Glu Lys Leu. Arg Pro Val 
565 570 575 

Thr Thr Asp Lys Lys Ala Leu Glu Ala He Thr Thr Ala Ser Glu Asn 
580 585 590 

He Gly Lys Met Val Ala Ser Leu Gin Ser Asp He He Glu Ser Gin 
595 600 605 

Ala Cys Gin Asp Met Gin Asn Glu Gin Lys Val Tyr Ala Lys He Gin 
610 " 615 620 

Ala Thr His Lys Gin Arg Glu Leu Ala Asn Lys Ser Trp Glu Asp Phe 
625 630 635 640 

Leu Ala Arg Thr Ser Ash Ala Lys Thr Leu Lys Lys Ala Lys Arg Leu 
645 650 655 

Gin Glu Lys Ala He Glu Ala Ser Arg Tyr His Lys Arg Pro Gin Asn 
660 665 670 



Ala He Phe His Gin Thr His He Lys Gly Leu Asn Thr Met Val Pro 
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Ser Gly Gly Val Val Thr Val Glu Ser Thr Pro Ala Arg Leu Val Gly 
690 695 700 

Gly Pro Leu Val Asp Thr Asp lie Ala Leu Lys Lys Leu Pro lie Arg 

705 710 715 720 

Gly Gly Ala Leu Gin Arg Val Lys Ala Val Lys He Val Asp Ala Pro 



Lys Lys Ser He Pro Thr 
740 



<210> 40 
<211> 2727 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 40 

caatggtcca gtcaatgacc ttgcttgaaa atcaacttgt tgagaaactt tgggtactta 60 

aagttctgca gcatctctca acttctgaag ttaattgtac tataatgatg aaagcacaag 120 

cagccagtgg aatctgtact cacctcaatg acccagatcc ctctggacag cttttatttc 180 

gttcatcaga aatactttgg aacttgctgg aaaaatcttc aaaagaagaa gtcatacaac 240 

agcttagtaa cttggaatgt ttgctggctt tgaaggaagt atttaaaaat ctgtttatga 300 

gaggtttcag tcattatgac cgtcagctta gaaatgacat attagtgatc actacaatta 360 

tagctcaaaa tcctgaagca ccaatgattg aatgtggctt taccaaggat ttgatactgt 420 

ttgccacctt taatgaagtt aaaagtcaaa atcttttggt aaaaggactt aagctttcta 480 

attcctatga agattttgag ttgaagaaat tactattcaa cgtaattgtg atcttatgta 540 

aagatttacc tactgtacag ctattaattg atggcaaagt tattttggct ttgtttacct 600 

atgttaagaa gcctgagaag caaaaaataa ttgactggtc tgcagcacag catgaagaat 660 

tacaactgca tgcaattgcc actttgtcat cagtggctcc tttattaata gaagaataca 720 

tgtcatgcca gggaaatgct cgagtccttg catttctaga atggtgtgag agtgaagatc 780 

cgtttttcag tcatggtaac agttttcatg gtacaggtgg ccgaggcaac aagtttgccc 840 

agatgcgtta cagtttaaga ctcctgagag ccatggtcta ccttgaagat gagactgtaa 900 

acaaagatct ttgtgaaaag ggaacaattc agcaaatgat aggaatcttt aaaaatataa 960 

taagcaagcc taatgaaaag gaagaagcca ttgttttgga aatccagtct gatatattac 1020 

ttatcctatc tggcctttgt gagaatcaca ttcaaaggaa ggaaattttc ggaactgaag 1080 

gagtagatat cgttcttcat gtgatgaaaa cagaccccag gaagttacag agtggcttag 1140 

gctataatgt acttcttttt agtacattgg acagcatttg gtgctgtatt ttgggatgtt 1200 

atccctcaga ggattatttt cttgaaaagg aaggcatttt tctccttttg gatttgttag 1260 

cattgaacca aaaaaaattc tgtaatctaa tacttggaat aatggttgaa ttttgtgata 1320 

atcccaaaac tgcagctcat gtcaatgctt ggcaagggaa gaaggatcag acagctgcta 1380 

gtcttttaat taaattgtgg agaaaggagg aaaaagaact aggagtaaaa cgtgataaaa 1440 

atgggaagat cattgatttt gaaaatttac ctggcctatc tgctgaagat tttgtcaccc 1500 

tttgtatcat acatagatat cttgatttta aaatacaggc cacgcacaag caaagagagc 1560 

tggctaataa atcatgggaa gatttcttgg ctagaacatc aaacgctaaa acgttaaaga 1620 

aagcaaaaag gcttcaagaa aaagctatag aagcctccag ataccataaa cgaccacaaa 1680 

atgcaatatt tcaccaaaca catattaaag gccttaacac aatggtgccc tctggtggag 174 0 

tagtaacagt ggaaagcact cctgcccgat tagtaggagg acctctggtt gatacggata 1800 

ttgctcttaa aaaactgccc attcgaggag gagccttgca gagggtgaaa gcagttaaaa 1860 

ttgtggatgc accaaaaaag agtattccta cgtaatatac tatagagact ttttgaaata 1920 

aagtcagctt ataatttttt agctgaatat atctttatac atatgtaaag ccaatatttt 1980 
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agaataagta 
atttattttt 
gaaaggctac 
ttggttgcat 
tatacctatc 
actatatgag 
atgcctgtgt 
catgcctacg 
ttcctggagc 
ggtactatta 
gcaacaagta 
tcatgagcca 
atatacaaag 



ttttagtata 
atggaaaaca 
caattttact 
gtgaactatt 
aaatctagga 
taggatcttc 
ctctgtggtt 
gtagtcctga 
cagaagcagg 
tcagaagcaa 
tgttggtcaa 
aatggtaaaa 
caaactctaa 



aatattttag 
tcaacatgta 
aagtgaaatt 
ctaactagtt 
ggaatttaga 
tccttcccta 
tctgcagctg 
gccattcacc 
gcaactccat 
gtatatatga 
aataaaatta 
aagaaaaaaa 
tgctact 



taaaatacta 
atatcagaag 
gtaaaacata 
taagtcagaa 
ctacaggcat 
gcagctcctg 
cctatgcatc 
atgactttgg 
ccaaaacata 
atattgggca 
tgttttctct 
aatgcagctg 



taaaaataaa 
agttgtcatc 
gtacatcagt 
aaaaaatttc 
tgctgaatct 
gcttacattc 
tcaggacccc 
ccatggctga 
tggatagagt 
gcaagataaa 
gctataaaag 
gttttactct 



aggacatata 
agtttctttg 
taggactctg 
ttacaggctc 
aaggactaaa 
tcttaggttc 
tgattgccca 
gtactgccta 
ggggaatcag 
caataactct 
caaatgttag 
taatatataa 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2727 



<210> 41 

<211> 630 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 41 

Met Val Gin Ser Met Thr Leu Leu Glu Asn Gin Leu Val Glu Lys Leu 
15 10 15 



Trp Val Leu Lys Val Leu Gin His Leu Ser Thr Ser Glu Val Asn Cys 
20 25 30 



Thr He Met Met Lys Ala Gin Ala Ala Ser Gly He Cys Thr His Leu 
35 40 45 

Asn Asp Pro Asp Pro Ser Gly Gin Leu Leu Phe Arg Ser Ser Glu He 
50 * 55 60 



Leu Trp Asn Leu Leu Glu Lys Ser Ser Lys Glu Glu Val He Gin Gin 
65 70 75 80 



Leu Ser Asn Leu Glu Cys Leu Leu Ala Leu Lys Glu Val Phe Lys Asn 
85 90 95 



Leu Phe Met Arg Gly Phe Ser His Tyr Asp Arg Gin Leu Arg Asn Asp 
100 105 HO 



He Leu Val He Thr Thr He He Ala Gin Asn Pro Glu Ala Pro Met 
115 120 125 



He Glu Cys Gly Phe Thr Lys Asp Leu He Leu Phe Ala Thr Phe Asn 
130 " 135 140 
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Glu Val Lys Ser Gin Asn Leu Leu Val Lys Gly Leu Lys Leu Sef Asn 
145 ' 150 155 160 



Ser Tyr Glu Asp Phe Glu Leu Lys Lys Leu Leu Phe Asn Val He Val 
165 170 175 



He Leu Cys Lys Asp Leu Pro Thr Val Gin Leu Leu He Asp Gly Lys 
180 * 185 190 



Val He Leu Ala Leu Phe Thr Tyr Val Lys Lys Pro Glu Lys Gin Lys 
195 200 205 



He He Asp Trp Ser Ala Ala Gin His Glu Glu Leu Gin Leu His Ala 
210 ~ 215 220 



He Ala Thr Leu Ser Ser Val Ala Pro Leu Leu He Glu Glu Tyr Met 
225 230 235 240 



Ser Cys Gin Gly Asn Ala Arg Val Leu Ala Phe Leu Glu Trp Cys Glu 
245 250 255 



Ser Glu Asp Pro Phe Phe Ser His Gly Asn Ser Phe His Gly Thr Gly 
260 265 270 



Gly Arg Gly Asn Lys Phe Ala Gin Met Arg Tyr Ser Leu Arg Leu Leu 
275 "* 280 285 



Arg Ala Met Val Tyr Leu Glu Asp Glu Thr Val Asn Lys Asp Leu Cys 
290 295 300 



Glu Lys Gly Thr He Gin Gin Met He Gly He Phe Lys Asn He He 
305 " 310 315 320 



Ser Lys Pro Asn Glu Lys Glu Glu Ala He Val Leu Glu He Gin Ser 
325 330 335 



Asp He Leu Leu He Leu Ser Gly Leu Cys Glu Asn His He Gin Arg 
340 345 350 



Lys Glu He Phe Gly Thr Glu Gly Val Asp He Val Leu His Val Met 
355 ^ 360 365 



Lys Thr Asp Pro Arg Lys Leu Gin Ser Gly Leu Gly Tyr Asn Val Leu 
370 ~ 375 380 



Leu Phe Ser Thr Leu Asp Ser He Trp Cys Cys He Leu Gly Cys Tyr 
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395 
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400 



Pro Ser Glu Asp Tyr Phe Leu Glu Lys Glu Gly He Phe Leu Leu Leu 
405 410 415 



Asp Leu Leu Ala Leu Asn Gin Lys Lys Phe Cys Asn Leu He Leu Gly 
420 425 430 



He Met Val Glu Phe Cys Asp Asn Pro Lys Thr Ala Ala His Val Asn 
435 440 445 



Ala Trp Gin Gly Lys Lys Asp Gin Thr Ala Ala Ser Leu Leu He Lys 
450 455 460 



Leu Trp Arg Lys Glu Glu Lys Glu Leu Gly Val Lys Arg Asp Lys Asn 
465 ' 470 475 480 



Gly Lys He He Asp Phe Glu Asn Leu Pro Gly Leu* Ser Ala Glu Asp 
485 490 495 



Phe Val Thr Leu Cys He He His Arg Tyr Leu Asp Phe Lys He Gin 
500 505 510 

Ala Thr His Lys Gin Arg Glu Leu Ala Asn Lys Ser Trp Glu Asp Phe 
515 520 525 

Leu Ala Arg Thr Ser Asn Ala Lys Thr Leu Lys Lys Ala Lys Arg Leu 
530 535 540 

Gin Glu Lys Ala He Glu Ala Ser Arg Tyr His Lys Arg Pro Gin Asn 
545 ' 550 555 560 



Ala He Phe His Gin Thr His He Lys Gly Leu Asn Thr Met Val Pro 
565 570 575 



Ser Gly Gly Val Val Thr Val Glu Ser Thr Pro Ala Arg Leu Val Gly 
580 585 . 590 



Gly Pro Leu Val Asp Thr Asp He Ala Leu Lys Lys Leu Pro He Arg 
595 600 605 



Gly Gly Ala Leu Gin Arg Val Lys Ala Val Lys lie Val Asp Ala Pro 
610 615 620 



Lys Lys Ser He Pro Thr 
625 630 
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<210> 42 
<211> 2820 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 42 

caatggtcca gtcaatgacc ttgcttgaaa atcaacttgt tgagaaactt tgggtactta 60 

aagttctgca gcatctctca acttctgaag ttaattgtac tataatgatg aaagcacaag 120 

cagccagtgg aatctgtact cacctcaatg acccagatcc ctctggacag cttttatttc 180 

gttcatcaga aatactttgg aacttgctgg aaaaatcttc aaaagaagaa gtcatacaac 24 0 

agcttagtaa cttggaatgt ttgctggctt tgaaggaagt atttaaaaat ctgtttatga 300 

gaggtttcag tcattatgac cgtcagctta gaaatgacat attagtgatc actacaatta 360 

tagctcaaaa tcctgaagca ccaatgattg aatgtggctt taccaaggat ttgatactgt 420 

ttgccacctt taatgaagtt aaaagtcaaa atcttttggt aaaaggactt aagctttcta 480 

attcctatga agattttgag ttgaagaaat tactattcaa cgtaattgtg atcttatgta 540 

aagatttacc- tactgtacag ctattaattg atggcaaagt tattttggct ttgtttacct 600 

atgttaagaa gcctgagaag caaaaaataa ttgactggtc tgcagcacag catgaagaat 660 

tacaactgca tgcaattgcc actttgtcat cagtggctcc tttattaata gaagaataca 720 

tgtcatgcca gggaaatgct cgagtccttg catttctaga atggtgtgag agtgaagatc 780 

cgtttttcag tcatggtaac agttttcatg gtacaggtgg ccgaggcaac aagtttgccc 84 0 

agatgcgtta cagtttaaga ctcctgagag ccatggtcta ccttgaagat gagactgtaa 900 

acaaagatct ttgtgaaaag ggaacaattc agcaaatgat aggaatcttt aaaaatataa 960 

taagcaagcc taatgaaaag gaagaagcca ttgttttgga aatccagtct gatatattac 1020 

ttatcctatc tggcctttgt gagaatcaca ttcaaaggaa ggaaattttc ggaactgaag 1080 

gagtagatat cgttcttcat gtgatgaaaa cagaccccag gaagttacag agtggcttag 114 0 

gctataatgt acttcttttt agtacattgg acagcatttg gtgctgtatt ttgggatgtt 1200 

atccctcaga ggattatttt cttgaaaagg aaggcatttt tctccttttg gatttgttag 1260 

cattgaacca aaaaaaattc tgtaatctaa tacttggaat aatggttgaa ttttgtgata 1320 

atcccaaaac tgcagctcat gtcaatgctt ggcaagggaa gaaggatcag acagctgcta 1380 

gtcttttaat taaattgtgg agaaaggagg aaaaagaact aggagtaaaa cgtgataaaa 144 0 

atgggaagat cattgatttt gaaaatttac ctggcctatc tgctgaagat tttgtcaccc 1500 

tttgtatcat acatagatat cttgatttta aaattggaga aatatggaat gaaatatatg 1560 

aagaaataaa attagaaaaa ttaagaccag tcactacaga taaaaaagct ttggaagcta 1620 

ttacaacagc atcagaaaat attggaaaga tggttgcttc tctgcaaagt gatataattg 1680 

aaagccaagc atgccaagac atgcaaaatg aacaaaaagt atatgcaaaa atacaggcca 1740 

cgcacaagca aagagagctg gctaataaat catgggaaga tttcttggct agaacatcaa 1800 

acgctaaaac gttaaaggtg ccctctggtg gagtagtaac agtggaaagc actcctgccc 1860 

gattagtagg aggacctctg gttgatacgg atattgctct taaaaaactg cccattcgag 1920 

gaggagcctt gcagagggtg aaagcagtta aaattgtgga tgcaccaaaa aagagtattc 1980 

ctacgtaata tactatagag actttttgaa ataaagtcag cttataattt tttagctgaa 2040 

tatatcttta tacatatgta aagccaatat tttagaataa gtattttagt ataaatattt 2100 

tagtaaaata ctataaaaat aaaaggacat ataatttatt tttatggaaa acatcaacat 2160 

gtaatatcag aagagttgtc atcagtttct ttggaaaggc taccaatttt actaagtgaa 2220 

attgtaaaac atagtacatc agttaggact ctgttggttg catgtgaact attctaacta 2280 

gtttaagtca gaaaaaaaat ttcttacagg ctctatacct atcaaatcta ggaggaattt 234 0 

agactacagg cattgctgaa tctaaggact aaaactatat gagtaggatc ttctccttcc 2400 

ctagcagctc ctggcttaca ttctcttagg ttcatgcctg tgtctctgtg gtttctgcag 24 60 

ctgcctatgc atctcaggac ccctgattgc ccacatgcct acggtagtcc tgagccattc 2520 

accatgactt tggccatggc tgagtactgc ctattcctgg agccagaagc agggcaactc 2580 

catccaaaac atatggatag agtggggaat cagggtacta ttatcagaag caagtatata 2640 

tgaatattgg gcagcaagat aaacaataac tctgcaacaa gtatgttggt caaaataaaa 2700 

ttatgttttc tctgctataa aagcaaatgt tagtcatgag ccaaatggta aaaaagaaaa 2760 

aaaaatgcag ctggttttac tcttaatata taaatataca aagcaaactc taatgctact 2820 



<210> 43 
<211> 661 
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<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 43 

Met Val Gin Ser Met Thr Leu Leu Glu Asn Gin Leu Val Glu Lys Leu 
15 10 15 



Trp Val Leu Lys Val Leu Gin His Leu Ser Thr Ser Glu Val Asn Cys 
20 25 30 



Thr He Met Met Lys Ala Gin Ala Ala Ser Gly He Cys Thr His Leu 
35 40 4 5 



Asn Asp Pro Asp Pro Ser Gly Gin Leu Leu Phe Arg Ser Ser Glu He 
50 * 55 60 



Leu Trp Asn Leu Leu Glu Lys Ser Ser Lys Glu Glu Val He Gin Gin 
65 * 70 75 80 



Leu Ser Asn Leu Glu Cys Leu Leu Ala Leu Lys Glu Val Phe Lys Asn 
85 90 95 



Leu Phe Met Arg Gly Phe Ser His Tyr Asp Arg Gin Leu Arg, Asn Asp 
100 105 HO 



He Leu Val He Thr Thr He He Ala Gin Asn Pro Glu Ala Pro Met 
115 120 125 



He Glu Cys Gly Phe Thr Lys Asp Leu He Leu Phe Ala Thr Phe Asn 
130 135 140 



Glu Val Lys Ser Gin Asn Leu Leu Val Lys Gly Leu Lys Leu Ser Asn 
145 " 150 155 160 



Ser Tyr Glu Asp Phe Glu Leu Lys Lys Leu Leu Phe Asn Val He Val 
165 " 170 175 



He Leu Cys Lys Asp Leu Pro Thr Val Gin Leu Leu He Asp Gly Lys 
180 185 190 



Val He Leu Ala Leu Phe Thr Tyr Val Lys Lys Pro Glu Lys Gin Lys 
195 200 205 



He He Asp Trp Ser Ala Ala Gin His Glu Glu Leu Gin Leu His Ala 
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210 



215 



220 



He Ala Thr Leu Ser Ser Val Ala Pro Leu Leu He Glu Glu Tyr Met 
225 230 235 240 



Ser Cys Gin Gly Asn Ala Arg Val Leu Ala Phe Leu Glu Trp Cys Glu 
245 250 255 



Ser Glu Asp Pro Phe Phe Ser His Gly Asn Ser Phe His Gly Thr Gly 
260 265 270 



Gly Arg Gly Asn Lys Phe Ala Gin Met Arg Tyr Ser Leu Arg Leu Leu 
275 ~ 280 285 



Arg Ala Met Val Tyr Leu Glu Asp Glu Thr Val Asn Lys Asp Leu Cys 
290 295 300 



Glu Lys Gly Thr He Gin Gin Met He Gly He Phe Lys Asn He He 
305 310 315 320 



Ser Lys Pro Asn Glu Lys Glu Glu Ala He Val Leu Glu He Gin Ser 
325 330 335 



Asp He Leu Leu He Leu Ser Gly Leu Cys Glu Asn His He Gin Arg 
340 345 350 



Lys Glu He Phe Gly Thr Glu Gly Val Asp He Val Leu His Val Met 
355 360 365 



Lys Thr Asp Pro Arg Lys Leu Gin Ser Gly Leu Gly Tyr Asn Val Leu 
370 375 380 



Leu -Phe Ser Thr Leu Asp Ser He Trp Cys Cys He Leu Gly Cys Tyr 
385 390 395 400 



Pro Ser Glu Asp Tyr Phe Leu Glu Lys Glu Gly He Phe Leu Leu Leu 
405 410 415 



Asp Leu Leu Ala Leu Asn Gin Lys Lys Phe Cys Asn Leu He Leu Gly 
420 425 430 



He Met Val Glu Phe Cys Asp Asn Pro Lys Thr Ala Ala His Val Asn 
435 440 445 



Ala Trp Gin Gly Lys Lys Asp Gin Thr Ala Ala Ser Leu Leu He Lys 
450 " 455 460 
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Leu Trp Arg Lys Glu Glu Lys Glu Leu Gly Val Lys Arg Asp Lys Asn 
465 ^ " 470 " 475 480 



Gly Lys He He Asp Phe Glu Asn Leu Pro Gly Leu Ser Ala Glu Asp 
485 490 495 



Phe Val Thr Leu Cys He He His Arg Tyr Leu Asp Phe Lys He Gly 
500 505 510 



Glu He Trp Asn Glu He Tyr Glu Glu He Lys Leu Glu Lys Leu Arg 
515 520 525 , * 



Pro Val Thr Thr Asp Lys Lys Ala Leu Glu Ala He Thr Thr Ala Ser 
530 * " 535 540 



Glu Asn He Gly Lys Met Val Ala Ser Leu Gin Ser Asp He He Glu 
545 550 555 560 



Ser Gin Ala Cys Gin Asp Met Gin Asn Glu Gin Lys Val Tyr Ala Lys 
565 570 575 



He Gin Ala Thr His Lys Gin Arg Glu Leu Ala Asn Lys Ser Trp Glu 
580 585 590 



Asp Phe Leu Ala Arg Thr Ser Asn Ala Lys Thr Leu Lys Val Pro Ser 
595 600 605 



Gly Gly Val Val Thr Val Glu Ser Thr Pro Ala Arg Leu Val Gly Gly 
610 615 620 



Pro Leu Val Asp Thr Asp He Ala Leu Lys Lys Leu Pro He Arg Gly 
625 • 630 635 640 



Gly Ala Leu Gin Arg Val Lys Ala Val Lys He Val Asp Ala Pro Lys 
645 650 655 



Lys Ser He Pro Thr 
660 



<210> 44 

<211> 565 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 
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<400> 44 

gtcacaagaa 

tcacttctgg 

aatttagata 

aatttaatgg 

agttctccta 

caagtgaaac 

ttaataaata 

ttgtaatgtt 

ttttagattt 

gtattaataa 



aatattaaga 
aggtgcagag 
ggtatcaagc 
agcatgtact 
tatttcataa 
tcgactaact 
cttctgacac 
gaaataattt 
gcattttaaa 
actcagataa 



gttattgttg 
ccacaaacgc 
tgtaactaag 
tatttgcatt 
taagtgggtc 
ttggcctttg 
tacatttaaa 
ggatatttca 
tgcatgaaat 
aagac 



cagttctgat 
actttcgggg 
acaatatttg 
tgctggcagt 
tgccaaaacc 
tgtatttcct 
tgtttgcaga 
cattgaaatg 
gtaattgatt 



gagctgcagg 
cctagttttg 
ataaatgttg 
tcaggcatag 
catgtattaa 
gaaggtaata 
ttctgcaaac 
aaaagccttt 
tatttgtaat 



ttttttgaac 
ctcgaatatg 
gatgacattt 
ttaaagtgag 
ataaattgtc 
ttgttaactg 
taattgctca 
ctctggagca 
attttaaatg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
565 



<210> 45 

<211> 3471 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 45 

attgtattgc acacctctaa aaaaaacact gcctctgatt tatcaatata aaaaagatcc 60 

tctgagagga ggagggcact tttgtgtgat ggcaacttca cttctagggg aagaaccgag 120 

gttgggatcg actcctctgg ccatgcttgc cgctacctgt aataagatag gcagccccag 180 

cccgtctccc tcctccctct cggacagctc ttcttccttc ggcaaaggct tccacccctg 240 

gaaacgctcc tcgtcctctt cttccgccag ctgcaacgta gtgggttcca gtctctcaag 300 

cttcggcgtg tccggggcct ccaggaacgg cggctcgtcc tcggcggctg cggcggccgc 360 

ggcagcagcc gcggctgccg cggccctggt gtccgactcg ttcagctgcg gcggctcctc 420 

cgcgcactcg caggacggct cccaccagcc ggtgttcatc tccaaggtgc acacctctgt 480 

ggacgggctg cagggcatct acccgcgggt gggcatggcg cacccgtacg agtcgtggtt 540 

taagccctcg cacccgggcc tgggtgctgc gggcgaggtg ggctcggccg gcgcctccag 600 

ctggtgggac gtgggggccg gctggatcga cgtgcagaac ccgaacagcg cggctgcgct 660 

gcccggctcg ctgcaccctg ccgccggggg gctccaaacc tcgctgcact cgccgctcgg 720 

aggctacaac tcggattact cgggcctgag tcactcggcc ttcagcagcg gcgcctcctc 780 

gcacctgctc agccccgccg ggcagcacct catggacggc ttcaagccag tgctacccgg 840 

ctcctacccg gactcggccc cgtcgccgct ggccggcgcg gggggctcca tgttgagcgc 900 

tgggccttcg gcgccgctgg ggggctcccc gcgctcctca gctcgccgct actccggccg 960 

cgccacctgc gactgcccca actgccagga ggcagagcgg ctgggccctg ccggggcgag 1020 

cttgcggcgc aagggcctgc acagctgcca catcccgggc tgcggcaagg tgtacggcaa 1080 

gacttcgcac ctcaaggcgc acctgcgctg gcacacgggc gagcggccct tcgtgtgcaa 1140 

ctggcttttc tgcggcaagc gcttcacgcg ctccgacgag ctgcagcggc acctgcggac 1200 

ccaGaccggc gagaagcgct tcgcctgtcc agtttgcaac aagcgcttca tgcgcagcga 1260 

ccacctcagc aagcacgtga agacgcacag tggcggcggc ggcggcggcg gctcggcggg 1320 

ctcgggcagc ggcggcaaga agggcagcga caccgacagc gagcacagcg ccgcgggcag 1380 

cccgccctgc cactccccag agctgctgca gccccccgag cccgggcacc gcaacggcct 1440 

agagtgacgc ccaccctgcg cccgcccctc tccccgacct cctcccacca agtcctcttg 1500 

ggccctgtct gtccggactt caactccagc ctttccctat tgcatccgac tcgctctctg 1560 

tctctttctg tttctgcccc tcttccttct tccttctgtg acttaacttt gtaaagggga 1620 

tatggacaag taagtaacac gcatcgctgt cccgggccct ggctttccct ttccacgggt 1680 

aacgctgcct gaacccgttg cagccggaac ccgcgcctcg tcgggccttt atttctcgtt 174 0 

ctctcttcct tgtcctcccc tcctccaccc cccaggttgt gaagggcgta acttttagag 1800 

ggaagcggcc actggaggta gagctggact aatccagtgc ctggtagaca gcgggcctcg 1860 

gcgcgggcag gagcggctcg gctgagcaag cctgagccgg agcggtggag agggagaggc 1920 

tggaggcctg ggcagaacag cgccgcccgg gcagacggct gcttggttcc agagccgctg 1980 

tactgagcac ctcggcttcg gagcaccctg ccaggcccct gggcatcgcc ggacgtccta 2040 

ctcaggctgt cggggcttgg tgggggtgca cttttggcag ccccgagacc cagagtttgt 2100 

agagtttaga tctcccaatg tcagctctgc ctctttttct ttgttccctg aggtggaacc 2160 

gatgcaagtt tcagcaaagg gcagtcttgt cgaatcgctg cagcagcttt ctttcatctt 2220 

tatagcatat attttatttt taaaaaaact aggggaaaaa tagcaacctt ccatttggtt 2280 
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tcccttctat 
tattgatccc 
agggtaggtg 
ctccatgttt 
ttttttgtta 
attgaagatc 
agctatcgtt 
gaacctttgt 
tagttaccaa 
acgattttgt 
aagtaaactt 
ctgatgagct 
cggggcctag 
atttgataaa 
gcagttcagg 
aaacccatgt 
ttcctgaagg 
gcagattctg 
aaatgaaaag 
tgatttattt 



aatagttttt 
aaagttactt 
cttttttctt 
gtccttttct 
gtccggccgt 
gtagggttaa 
tatttcagac 
aaaatatatc 
ttaaatataa 
atagtatttt 
gatttttttt 
gcaggttttt 
ttttgctcga 
tgttggatga 
catagttaaa 
attaaataaa 
taatattgtt 
caaactaatt 
cctttctctg 
gtaatatttt 



tcctctaacg 
tgactgcatt 
atgcaaaaat 
acctcgtttt 
caatttgtat 
acttttttgt 
gaggctgtag 
tgaacctaat 
ctccgccagt 
tcttgtacat 
tttttgtcac 
tgaactcact 
atatgaattt 
catttaattt 
gtgagagttc 
ttgtccaagt 
aactgttaat 
gctcattgta 
gagcatttta 
aaatggtatt 



gggagcaact 
aacttaactt 
actcctttcc 
ttcaccactc 
agtaccaatt 
gtgtgattta 
tttaaatacc 
ggtttgtaca 
gtaagggtgt 
tacttccagt 
aagaaaatat 
tctggaggtg 
agataggtat 
aatggagcat 
tcctatattt 
gaaactcgac 
aaatacttct 
atgttgaaat 
gatttgcatt 
aataaactca 



ctttctctcg 
acggggtggg 
ggtgagacca 
ccaaacataa 
tctgtaaatt 
aacttacaaa 
aaaagaggga 
actggagaat 
gaggtgcagt 
aaatatttga 
taagagttat 
cagagccaca 
caagctgtaa 
gtacttattt 
cataataagt 
taactttggc 
gacactacat 
aatttggata 
ttaaatgcat 
gataaaagac 



aaactgctas 
ggcgggggtQ 
gattaacta-t 
cctcccaatc: 
ctctcaattc 
caagtgaaga 
aaataaaaasi 
cgttctaga-fc 
tgtccaggacg 
aaatatattcg 
tgttgcagt-t 
aacgcactt-fc 
ctaagacaa*fc 
gcatttgctcg 
gggtctgccs 
ctttgtgta-fc 
ttaaatgtt-fc 
tttcacattcg 
gaaatgtaat 
t 



2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3360 
3420 
3471 



<210> 46 

<211> 452 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 46 

Met Ala Thr Ser Leu Leu Gly Glu Glu Pro Arg Leu Gly Ser Thr Pro 
15 10 15 



Leu Ala Met Leu Ala Ala Thr Cys Asn Lys He Gly Ser Pro Ser Pro 
20 25 30 



Ser Pro Ser Ser Leu Ser Asp Ser Ser Ser Ser Phe Gly Lys Gly Phe 
35 40 45 



His Pro Trp Lys Arg Ser Ser Ser Ser Ser Ser Ala Ser Cys Asn Val 
50 ' 55 60 



Val Gly Ser Ser Leu Ser Ser Phe Gly Val Ser Gly Ala Ser Arg Asn 
65 70 75 80 



Gly Gly Ser Ser Ser Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 
85 90 95 



Ala Ala Ala Leu Val Ser Asp Ser Phe Ser Cys Gly Gly Ser Ser Ala 
100 105 HO 



His Ser Gin Asp Gly Ser His Gin Pro Val Phe He Ser Lys Val His 
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115 



120 



125 



Thr Ser Val Asp Gly Leu Gin Gly lie Tyr Pro Arg Val Gly Met Ala 
130 135 140 



His Pro Tyr Glu Ser Trp Phe Lys Pro Ser His Pro Gly Leu Gly Ala 
145 " 150 155 160 



Ala Gly Glu Val Gly Ser Ala Gly Ala Ser Ser Trp Trp Asp Val Gly 
165 170 175 



Ala Gly Trp lie Asp Val Gin Asn Pro Asn Ser Ala Ala Ala Leu Pro 
180 185 190 



Gly Ser Leu His Pro Ala Ala Gly Gly Leu Gin Thr Ser Leu His Ser 
195 200 205 



Pro Leu Gly Gly Tyr Asn Ser Asp Tyr Ser Gly Leu Ser His Ser Ala 
210 215 220 



Phe Ser Ser Gly Ala Ser Ser His Leu Leu Ser Pro Ala Gly Gin His 
225 230 235 240 



Leu Met Asp Gly Phe Lys Pro Val Leu Pro Gly Ser Tyr Pro Asp Ser 
245 "* 250 255 



Ala Pro Ser Pro Leu Ala Gly Ala Gly Gly Ser Met Leu Ser Ala Gly 
260 " 265 270 



Pro Ser Ala Pro Leu Gly Gly Ser Pro Arg Ser Ser Ala Arg Arg Tyr 
275 280 285 



Ser- Gly Arg Ala Thr Cys Asp Cys Pro Asn Cys Gin Glu Ala Glu Arg 
290 295 300 



Leu Gly Pro Ala Gly Ala Ser Leu Arg Arg Lys Gly Leu His Ser Cys 
305 "* 310 315 320 



His He Pro Gly Cys Gly Lys Val Tyr Gly Lys Thr Ser His Leu Lys 
325 330 335 



Ala His Leu Arg Trp His Thr Gly Glu Arg Pro Phe Val Cys Asn Trp 
340 345 350 



Leu Phe Cys Gly Lys Arg Phe Thr Arg Ser Asp Glu Leu Gin Arg His 
355 " 360 365 
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Leu Arg Thr His Thr Gly Glu Lys Arg Phe Ala Cys Pro Val Cys Asn 
370 375 380 



Lys Arg Phe Met Arg Ser Asp His Leu Ser Lys His Val Lys Thr His 
385 " 390 395 400 



Ser Gly Gly Gly Gly Gly Gly Gly Ser Ala Gly Ser Gly Ser Gly Gly 
4 05 410 415 



Lys Lys Gly Ser Asp Thr Asp Ser Glu His Ser Ala Ala Gly Ser Pro 
420 425 430 



Pro Cys His Ser Pro Glu Leu Leu Gin Pro Pro Glu Pro Gly His Arg 
435 440 445 



Asn Gly Leu Glu 
450 



<210> 47 

<211> 501 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 47 

tccacttggc 

tgccgaggtg 

cccgcttaac 

ctgagtttat 

cagccccctg 

ggtttatggg 

gtttgagaaa 

cactcaccta 

aaatgttatt 



ataaggagac 
gcggcgctga 
tgcagctaat 
ctttgtctgc 
gaatcaggcc 
ggctagctgg 
atgtggggct 
cacgtttagg 
tttaaagtta 



actatcagcc 
gctgaccaca 
atcaaaagca 
aattacgatt 
tcccaaattt 
tgaaactgcc 
atggttcagg 
ctcagaatat 



tgattgggag 
ccaccggcca 
ctggtatggg 
cttctgggtt 
agcaggtgct 
ctttcctttc 
cgcacttcac 
tgattgaaac 



ggtgatggtg 
tagagtggga 
ctgtctatct 
tattttgcca 
ggggaggacc 
tgttctatga 
atgtgcaaag 
attttgaatg 



ggatggaacc 
gcctttcctg 
gtgctggaac 
gctcattatc 
ctagggagtg 
gtgtgatggt 
atggagaaag 
atcaaaaata 



60 
120 
180 
240 
300 
360 
420 
480 
501 



<210> 48 

<211> 3135 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 48 

acagagggct 

aagggacagc 

tagggcggag 

cggaatccgc 

cctgtttcct 

ggaaaacaag 



ttgaggtcgc 
gctcagggtt 
ctgttgggtg 
ctcgaccggg 
cgacccccag 
gaagaagcga 



aacgtcccgg 
gtaatcacca 
gaccgagcag 
gcccaggtgc 
cactcctcca 
gctcagcctc 



ttgctgagcg 
cccggcccac 
gcgaggcgca 
ccgccccacc 
ggcctagttc 
aatccccgtc 



gagtcaggag 
cgcttccgca 
ggcaggcagc 
tgtccctcgg 
gcttcagagg 
cccaccccac 



tcaggttcca 
gctgcgagtc 
ggctccgcct 
tcaccccaac 
cgcgagaccc 
tttcgggacc 



60 
120 
180 
240 
300 
360 
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gctaagctgg agaattgaag ggggcggacc ccggattaaa gccgctccct tcccagcctc 420 

gccccgcttt cctaatgtcc gtgatgattt cgttattggc agggaagagc caggctccct 480 

gcgctcccaa gacggggcga ttgggagggg gttctggagc tcacgcctgg ggtcggcccg 540 

gcgggggtga ccccgcgccc tcgccggtgc aaggagaaca ggtggttccc gccggggcag 600 

ggaagcgtgg acggtgtggg ctcaggcgcc tggcaggcac gcggggcctc taaagcttgg 660 

tcgctgtcac agatcgtgtg gttgtttctt ccgtccccgc cacgccttcc tcctgggatg 720 

gggattcatt ccctagcagg tgtcggagaa ctggcgccct tgcagggtag gcgccccgga 780 

gcctgaggcg ggaactttaa aatcagacgc ttgggggccg ggctgggaaa aactggcgga 840 

aaatattata actgaactct caatgccagc tgttgtagaa gctcctggga caagcggtgg 900 

aagtcccctc aggaggcttc cgcgatgtcc taggtggctg ctccgcccgc cacggtcatt 960 

tccattgact cacacgcgcc gcctggagga ggaggctgcg ctggacacgc cggtggcgcc 1020 

tttgcctggg ggagcgcagc ctggagctct ggcggcagcg ctgggagcgg ggcctcggag 1080 

gctgggcctg gggacccaag gttgggcgag gcgcaggagg tgggctcagg gttctccaga 1140 

gaatccccat gagctgaccc gcagggcggc cgggccagta ggcaccgggc ccccgcggtg 1200 

acctgcggac ccgaagctgg agcagccact gcaaatgctg cgctgacccc aaatgctgtg 1260 

tcctttaaat gttttaatta agaataatta ataggtccgg gtgtggaggc tcaagcctta 1320 

atccccagca cctggcgagg ccgaggaggg aggatccctt gagcccagag gttcgagact 1380 

agcctgggca acacagtcag actccatcct tccaaaacaa acaaacgaaa ataaaacaaa 1440 

cagaaaacga aattagccgg gtgtggtggt gcgggcctgt ggtcccagct cctcgggagg 1500 

ctgaggcagg aagatggctt gcgactgcac cactgcattc cagccttcgc gacagagcaa 1560 

gaccctgtct cgaaaaatgt gtatgtctgg gtaagtgtat agattttaca actattttga 1620 

aggcgacctt tttaacttta aacagaccac tctggaggag acgcctgacc cagagcgctt 1680 

tacctaaagt tcggtgccta aaatgcaccc ttcctctggc tggtgtctcc cttctgccaa 1740 

gctatgcctc ctgcagaggt aggctccgtg gtgtctccca ctccgcccca actggagaac 1800 

ggtgtaaaga actgtcagcc gggtgcagtg gctcacgcct gtaatctcag cactttgtga 1860 

ggccgagagg ggcggatcac ttgaggtcag aagttcaaaa ccagcctggc caacatggtg 1920 

aaaccccgtc tctgctacaa aaattagcca ggcgtgatgg tggatgcctg taatcccagc 1980 

tactcaggag gctgaggcag gagagttgct tgaacccggg aggcggaggt tgcagtgagc 2040 

agagatggct ctcgctgcac tccagcctgg gtgacaagag caactccgtc tcccaaaata 2100 

aaaagaagaa ttgtcaacaa gagggagtgg caattcagaa gcatatttaa gccaagtcct 2160 

caagactaga aagcatgaag caggggaggc gttttgaaag cataagaaca atagaccatg 2220 

ggcatggatg gccgagtctg gggatcagca tcgtaatttg ttgagaagga ggccgtgctg 2280 

tgctgccagt tattaattgg tttaatcggt tgatacacag ccctactggc ctaaccagta 2340 

gcccagggcc ctggaggatt tgcagttcgt gtcagaattt gattgcagtt ccttccactt 2400 

ggcataagga gacactatca gcctgattgg gagggtgatg gtgggatgga gcctgccgag 2460 

gtggcggcgc tgagctgacc acaccaccgg ccatagagtg ggagcctttc ctgcccgctt 2520 

aactgcagct aatatcaaaa gcactggtat gggctgtcta tctgtgctgg aacctgagtt 2580 

tatctttgtc tgcaattacg attcttctgg gtttattttg ccagctcatt atccagccc.c 2640 

ctggaatcag gcctcccaaa tttatcaggt gctggggagg accctaggga gtggtgtatg 2700 

ggggctagct ggtgaaactg ccctttcctt tctgttctat gagtgtgatg gtgtttgaga • 2760 

aaatgtgggg ctatggttca ggcgcacttc acatgtgcaa agatggagaa agcactcacc 2820 

tacacgttta ggctcagaat attgattgaa acattttgaa tgatcaaaaa taaaatgtta 2880 

tttttaaagt ttctctctga gattttgctt aagttttggt agatattctt aagttttagt 2940 

gacctcagtt tgggaattaa gtaagctaaa cattgtgtcc ttattattag ttatataaaa 3000 

ctatgcttta gactttgtta gaaacttctg ccccaccttg actgactcct tttccatttc 3060 

tggttgtaca aaatgaattc acactttaat gctatggcca cctttaaata aagtacagcg 3120 

tgactaaaaa aaaaa 3135 



<210> 49 

<211> 112 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 49 



Met Pro Ala Val Val Glu Ala Pro Gly Thr Ser Gly Gly Ser Pro Leu 
15 10 15 
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Arg Arg Leu Pro Arg Cys Pro Arg Trp Leu Leu Arg Pro Pro Arg Ser 
20 25 30 



Phe Pro Leu Thr His Thr Arg Arg Leu Glu Glu Glu Ala Ala Leu Asp 
35 40 45 

Thr Pro Val Ala Pro Leu Pro Gly Gly Ala Gin Pro Gly Ala Leu Ala 
50 55 60 



Ala Ala Leu Gly Ala Gly Pro Arg Arg Leu Gly Leu Gly Thr Gin Gly 
65 " 70 75 - 8'0 

Trp Ala Arg Arg Arg Arg Trp Ala Gin Gly Ser Pro Glu Asn Pro His 
85 90 95 



Glu Leu Thr Arg Arg Ala Ala Gly Pro Val Gly Thr Gly Pro Pro Arg 
100 105 HO 



<210> 
<211> 
<212> 



50 

2888 
DNA 



<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 50 

acagagggct 

aagggacagc 

tagggcggag 

cggaatccgc 

cctgtttcct 

ggaaaacaag 

gctaagctgg 

gccccgcttt 

gcgctcccaa 

gcgggggtga 

ggaagcgtgg 

tcgctgtcac 

gggattcatt 

gcctgaggcg 

aaatattata 

aagtcccctc 

tccattgact 

tttgcctggg 

gctgggcctg 

gaatccccat 

acctgcggac 

tcctttaaat 

atccccagca 

agcctgggca 

cagaaaacga 

ctgaggcagg 



ttgaggtcgc 

gctcagggtt 

ctgttgggtg 

ctcgaccggg 

cgacccccag 

gaagaagcga 

agaattgaag 

cctaatgtcc 

gacggggcga 

ccccgcgccc 

acggtgtggg 

agatcgtgtg 

ccctagcagg 

ggaactttaa 

actgaactct 

aggaggcttc 

cacacgcgcc 

ggagcgcagc 

gggacccaag 

gagctgaccc 

ccgaagctgg 

gttttaatta 

cctggcgagg 

acacagtcag 

aattagccgg 

aagatggctt 



aacgtcccgg 

gtaatcacca 

gaccgagcag 

gcccaggtgc 

cactcctcca 

gctcagcctc 

ggggcggacc 

gtgatgattt 

ttgggagggg 

tcgccggtgc 

ctcaggcgcc 

gttgtttctt 

tgtcggagaa 

aatcagacgc 

caatgccagc 

cgcgatgtcc 

gcctggagga 

ctggagctct 

gttgggcgag 

gcagggcggc 

agcagccact 

agaataatta 

ccgaggaggg 

actccatcct 

gtgtggtggt 

gcgactgcac 



ttgctgagcg 

cccggcccac 

gcgaggcgca 

ccgccccacc 

ggcctagttc 

aatccccgtc 

ccggattaaa 

cgttattggc 

gttctggagc 

aaggagaaca 

tggcaggcac 

ccgtccccgc 

ctggcgccct 

ttgggggccg 

tgttgtagaa 

taggtggctg 

ggaggctgcg 

ggcggcagcg 

gcgcaggagg 

cgggccagta 

gcaaatgctg 

ataggtccgg 

aggatccctt 

tccaaaacaa 

gcgggcctgt 

cactgcattc 



gagtcaggag 

cgcttccgca 

ggcaggcagc 

tgtccctcgg 

gcttcagagg 

cccaccccac 

gccgctccct 

agggaagagc 

tcacgcctgg 

ggtggttccc 

gcggggcctc 

cacgccttcc 

tgcagggtag 

ggctgggaaa 

gctcctggga 

ctccgcccgc 

ctggacacgc 

ctgggagcgg 

tgggctcagg 

ggcaccgggc 

cgctgacccc 

gtgtggaggc 

gagcccagag 

acaaacgaaa 

ggtcccagct 

cagccttcgc 



tcaggttcca 

gctgcgagtc 

ggctccgcct 

tcaccccaac 

cgcgagaccc 

tttcgggacc 

tcccagcctc 

caggctccct 

ggtcggcccg 

gccggggcag 

taaagcttgg 

tcctgggatg 

gcgccccgga 

aactggcgga 

caagcggtgg 

cacggtcatt 

cggtggcgcc 

ggcctcggag 

gttctccaga 

ccccgcggtg 

aaatgctgtg 

tcaagcctta 

gttcgagact 

ataaaacaaa 

cctcgggagg 

gacagagcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
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gaccctgtct cgaaaaatgt gtatgtctgg gtaagtgtat agattttaca actattttga 1620 

aggcgacctt tttaacttta aacagaccac tctggaggag acgcctgacc cagagcgctt 1680 

tacctaaagt tcggtgccta aaatgcaccc ttcctctggc tggtgtctcc cttctgccaa 1740 

gctatgcctc ctgcagaggt aggctccgtg gtgtctccca ctccgcccca actggagaac 1800 

ggtgtaaaga actgtcagcc gggtgcagtg gctcacgcct gtaatctcag cactttgtga 1860 

ggccgagagg ggcggatcac ttgaggtcag aagttcaaaa ccagcctggc caacatggtg 1920 

aaaccccgtc tctgctacaa aaattagcca ggcgtgatgg tggatgcctg taatcccagc 1980 

tactcaggag gctgaggcag gagagttgct tgaacccggg aggcggaggt tgcagtgagc 204 0 

agagatggct ctcgctgcac tccagcctgg gtgacaagag caactccgtc tcccaaaata 2100 

aaaagaagaa ttgtcaacaa gagggagtgg caattcagaa gcatatttaa gccaagtcct 2160 

caagactaga aagcatgaag caggggaggc gttttgaaag cataagaaca atagaccatg 2220 

ggcatggatg gccgagtctg gggatcagca tcgtaatttg ttgagaagga ggccgtgctg 2280 

tgctgccagt tattaattgg tttaatcggt tgatacacag ccctactggc ctaaccagta 2340 

gcccagggcc ctggaggatt tgcagttcgt gtcagaattt gattgcagtt ccttccactt 2400 

ggcataagga gacactatca gcctgattgg gagggtgatg gtgggatgga gcctgccgag 24 60 

gtggcggcgc tgagctgacc acaccaccgg ccatagagtg ggagcctttc ctgcccgctt 2520 

aactgcagct aatatcaaaa gcactggtat gggctgtcta tctgtgctgg aacctgagtt 2580 

tatctttgtc tgcaattacg attcttctgg gtttattttg ccagctcatt atccagcccc 2640 

ctggaatcag gcctcccaaa tttatcaggt gctggggagg accctaggga gtggtgtatg 2700 

ggggctagct ggtgaaactg ccctttcctt tctgttctat gagtgtgatg gtgtttgaga 27 60 

aaatgtgggg ctatggttca ggcgcacttc acatgtgcaa agatggagaa agcactcacc 2820 

tacacgttta ggctcagaat attgattgaa acattttgaa tgatcaaaaa taaaatgtta 2880 

tttttaaa ~ " 2888 



<210> 51 
<211> 3026 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 51 

acagagggct ttgaggtcgc aacgtcccgg ttgctgagcg gagtcaggag tcaggttcca 60 

aagggacagc gctcagggtt gtaatcacca cccggcccac cgcttccgca gctgcgagtc 120 

tagggcggag ctgttgggtg gaccgagcag gcgaggcgca ggcaggcagc ggctccgcct 180 

cggaatccgc ctcgaccggg gcccaggtgc ccgccccacc tgtccctcgg tcaccccaac 240 

cctgtttcct cgacccccag cactcctcca ggcctagttc gcttcagagg cgcgagaccc 300 

ggaaaacaag gaagaagcga gctcagcctc aatccccgtc cccaccccac tttcgggacc 360 

gctaagctgg agaattgaag ggggcggacc ccggattaaa gccgctccct tcccagcctc 420 

gccccgcttt cctaatgtcc gtgatgattt cgttattggc agggaagagc caggctccct 480 

gcgctcccaa gacggggcga ttgggagggg gttctggagc tcacgcctgg ggtcggcccg 540 

gcgggggtga ccccgcgccc tcgccggtgc aaggagaaca ggtggttccc gccggggcag 600 

ggaagcgtgg acggtgtggg ctcaggcgcc tggcaggcac gcggggcctc taaagcttgg 660 

tcgctgtcac agatcgtgtg gttgtttctt ccgtccccgc cacgccttcc tcctgggatg 720 

gggattcatt ccctagcagg tgtcggagaa ctggcgccct tgcagggtag gcgccccgga 780 

gcctgaggcg ggaactttaa aatcagacgc ttgggggccg ggctgggaaa aactggcgga 840 

aaatattata actgaactct caatgccagc tgttgtagaa gctcctggga caagcggtgg 900 

aagtcccctc aggaggcttc cgcgatgtcc taggtggctg ctccgcccgc cacggtcatt 960 

tccattgact cacacgcgcc gcctggagga ggaggctgcg ctggacacgc cggtggcgcc 1020 

tttgcctggg ggagcgcagc ctggagctct ggcggcagcg ctgggagcgg ggcctcggag 1080 

gctgggcctg gggacccaag gttgggcgag gcgcaggagg tgggctcagg gttctccaga 1140 

gaatccccat gagctgaccc gcagggcggc cgggccagta ggcaccgggc ccccgcggtg 1200 

acctgcggac ccgaagctgg agcagccact gcaaatgctg cgctgacccc aaatgctgtg 1260 

tcctttaaat gttttaatta agaataatta ataggtccgg gtgtggaggc tcaagcctta 1320 

atccccagca cctggcgagg ccgaggaggg aggatccctt gagcccagag gttcgagact 1380 

agcctgggca acacagtcag actccatcct tccaaaacaa acaaacgaaa ataaaacaaa 1440 

cagaaaacga aattagccgg gtgtggtggt gcgggcctgt ggtcccagct cctcgggagg 1500 

ctgaggcagg aagatggctt gcgactgcac cactgcattc cagccttcgc gacagagcaa 1560 

gaccctgtct cgaaaaatgt gtatgtctgg gtaagtgtat agattttaca actattttga 1620 
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aggcgacctt tttaacttta aacagaccac tctggaggag acgcctgacc cagagcgctt 1680 

tacctaaagt tcggtgccta aaatgcaccc ttcctctggc tggtgtctcc cttctgccaa 1740 

gctatgcctc ctgcagaggt aggctccgtg gtgtctccca ctccgcccca actggagaac. 1800 

ggtgtaaaga actgtcagcc gggtgcagtg gctcacgcct gtaatctcag cactttgtga 1860 

ggccgagagg ggcggatcac ttgaggtcag aagttcaaaa ccagcctggc caacatggtg 1920 

aaaccccgtc tctgctacaa aaattagcca ggcgtgatgg tggatgcctg taatcccagc 1980 

tactcaggag gctgaggcag gagagttgct tgaacccggg aggcggaggt tgcagtgagc 2040 

agagatggct ctcgctgcac tccagcctgg gtgacaagag caactccgtc tcccaaaata 2100 

aaaagaagaa ttgtcaacaa gagggagtgg caattcagaa gcatatttaa gccaagtcct 2160 

caagactaga aagcatgaag caggggaggc gttttgaaag cataagaaca atagaccatg 2220 

ggcatggatg gccgagtctg gggatcagca tcgtaatttg ttgagaagga ggccgtgctg ^.280 

tgctgccagt tattaattgg tttaatcggt tgatacacag ccctactggc ctaaccagta 2340 

gcccagggcc ctggaggatt tgcagttcgt gtcagaattt gattgcagtt ccttccactt 24 00 

ggcataagga gacactatca gcctgattgg gagggtgatg gtgggatgga gcctgccgag 24 60 

gtggcggcgc tgagctgacc acaccaccgg ccatagagtg ggagcctttc ctgcccgctt 2520 

aactgcagct aatatcaaaa gcactggtat gggctgtcta tctgtgctgg aacctgagtt 2580 

tatctttgtc tgcaattacg attcttctgg gtttattttg ccagctcatt atccagcccc 264 0 

ctggaatcag gcctcccaaa tttatcaggt gctggggagg accctaggga gtggtgtatg 2700 

ggggctagct ggtgaaactg ccctttcctt tctgttctat gagtgtgatg gtgtttgaga 27 60 

aaatgtgggg ctatggttca ggcgcacttc acatgtgcaa agatggagaa agcactcacc 2820 

tacacgttta ggctcagaat attgattgaa acattttgaa tgatcaaaaa taaaatgtta 2880 

tttttaaaaa aaaaaaaaaa aaggggcggg ccggcttcaa agaaatcccc tcgggggggg 2940 

cccaaggttt tacgcgggac cccaggtttt tcttggaaaa aaagggggcc cccccctata 3000 
gggagggccg attttttaaa ccccgg 



<210> 52 

<211> 2266 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 52 

aacataggct aggtacgggc tggtgtkaat cggccgaggm tsrgraggctt ccgcgatgtc 
ctaggtggct gctccgcccg ccacggtcat ttccattgac tcacacgcgc cgcctggagg 
aggaggctgc gctggacacg ccggtggcgc ctttgcctgg gggagcgcag cctggagctc 180 
tggcggcagc gctgggagcg gggcctcgga ggctgggcct ggggacccaa ggttgggcga 240 
ggcgcaggag gtgggctcag ggttctccag agaatcccca tgagctgacc cgcagggcgg 300 
ccgggccagt agqcaccggg cccccgcggt gacctgcgga cccgaagctg gagcagccac 360 
tgcaaatgct gcgctgaccc caaatgctgt gtcctttaaa tgttttaatt aagaataatt A 
aataggtccg ggtgtggagg ctcaagcctt aatccccagc acctggcgag gccgaggagg 
gaggatccct tgagcccaga ggttcgagac tagcctgggc aacacagtca gactccatcc 
ttccaaaaca aacaaacgaa aataaaacaa acagaaaacg aaattagccg ggtgtggtgg 
tgcgggcctg tggtcccagc tcctcgggag gctgaggcag gaagatggct tgcgactgca 
ccactgcatt ccagccttcg cgacagagca agaccctgtc tcgaaaaatg tgtatgtctg 720 
ggtaagtgta tagattttac aactattttg aaggcgacct ttttaacttt aaacagacca 7 8u 
ctctggagga gacgcctgac ccagagcgct ttacctaaag ttcggtgcct aaaatgcacc 
cttcctctgg ctggtgtctc ccttctgcca agctatgcct cctgcagagg taggctccgt 
ggtgtctccc actccgcccc aactggagaa cggtgtaaag aactgtcagc cgggtgcagt 
ggctcacgcc tgtaatctca gcactttgtg aggccgagag gggcggatca cttgaggtca 1020 
gaagttcaaa accagcctgg ccaacatggt gaaaccccgt ctctgctaca aaaattagcc 1080 
aggcgtgatg gtggatgcct gtaatcccag ctactcagga ggctgaggca ggagagttgc 1140 
ttgaacccgg gaggcggagg ttgcagtgag cagagatggc tctcgctgca ctccagcctg 1200 
ggtgacaaga gcaactccgt ctcccaaaat aaaaagaaga attgtcaaca agagggagtg 1260 
gcaattcaga agcatattta agccaagtcc tcaagactag aaagcatgaa gcaggggagg 1320 
cgttttgaaa gcataagaac aatagaccat gggcatggat ggccgagtct ggggatcagc 1380 
atcgtaattt gttgagaagg aggccgtgct gtgctgccag ttattaattg gtttaatcgg 1440 
ttgatacaca gccctactgg cctaaccagt agcccagggc cctggaggat ttgcagttcg 1500 
tgtcagaatt tgattgcagt tccttccact tggcataagg agacactatc agcctgattg 1560 



60 
120 



420 
480 
540 
600 
660 



840 
900 
960 
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ggagggtgat ggtgggatgg agcctgccga ggtggcggcg ctgagctgac cacaccaccg 1620 

gccatagagt gggagccttt cctgcccgct taactgcagc taatatcaaa agcactggta 1680 

tgggctgtct atctgtgctg gaacctgagt ttatctttgt ctgcaattac gattcttctg 1740 

ggtttatttt gccagctcat tatccagccc cctggaatca ggcctcccaa atttatcagg 1800 

tgctggggag gaccctaggg agtggtgtat gggggctagc tggtgaaact gccctttcct 1860 

ttctgttcta tgagtgtgat ggtgtttgag aaaatgtggg gctatggttc aggcgcactt 1920 

cacatgtgca aagatggaga aagcactcac ctacacgttt aggctcagaa tattgattga 1980 

aacattttga atgatcaaaa ataaaatgtt atttttaaag tttctctctg agattttgct 2040 

taagttttgg tagatattct taagttttag tgacctcagt ttgggaatta agtaagctaa 2100 

acattgtgtc cttattatta gttatataaa actatgcttt agactttgtt agaaacttct 2160 

gccccacctt gactgactcc ttttccattt ctggttgtac aaaatgaatt cacactttaa 2220 

tgctatggcc acctttaaat aaagtacagc gtgactaaaa aaaaaa 2266 



<210> 53 

<211> 95 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 53 

Met Leu Pro Arg Cys Pro Arg Trp Leu Leu Arg Pro Pro Arg Ser Phe 
1 5 10 15 



Pro Leu Thr His Thr Arg Arg Leu Glu Glu Glu Ala Ala Leu Asp Thr 
20 25 30 



Pro Val Ala Pro Leu Pro Gly Gly Ala Gin Pro Gly Ala Leu Ala Ala 
35 40 45 



Ala Leu Gly Ala Gly Pro Arg Arg Leu Gly Leu Gly Thr Gin Gly Trp 
50 55 60 



Ala Arg Arg Arg Arg Trp Ala Gin Gly Ser Pro Glu Asn Pro His Glu 
65 " 70 75 80 



Leu Thr Arg Arg Ala Ala Gly Pro Val Gly Thr Gly Pro Pro Arg 
85 90 95 



<210> 54 

<211> 787 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 54 

ggggctcatg cagaagcagt tcccggaccc gacactctgg gtaggagacc actaaacccg 60 
gcccctcaaa gcagaggtga ccttgccctc atcgagagcg cacacaagac gccactgtaa 120 
aaggatcaca gatggagaga cattttgcca cacgatgaat cacacaccac atctcatccc 180 
cgagcttcag ctgcaggaca atgctgccag aggcctggtc ctcagagctc acgtaagcat 240 
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ctctggtgtg cagtattttt actccgtttt tgaccaaaga cacctgaaca ttcctggaga 300 

aaacagtgat gtggatctta tcaaatttaa tgggcacatc tgaagaagga aacttgctca 360 

gcaccgtgag ccccacagtg aaagcacttt ttggcaagac tagagtctca ccgattttcc 420 

ctttctctcc tcgatctcct ttccagcctc ttattccccg gactcctggc tcaccctggg 480 

gccccgtggg tccagcttct cccttgggac caggctttcc aatagggccc atggggcccg 540 

gtaaaccagt tgggcccaaa ggcccatgtt gccccttggc cctcaggacc agtgggacca 600 

cgtcaccctt attccccttc tgccctgagg cccaagtctc tcctcggagg cctttctctc 660 

ccatgggccc tgcaagcccc ttggggccat gttttcctgg gggatcctct tgagccttga 720 

tcacctttga atgccttttg ttcaatttcc atctgctcct aatagaaaag agccataaga 780 

gattgtt " 787 

<210> 55 

<211> 107 

<212> PRT - ] 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 55 

Met Trp He Leu Ser Asn Leu Met Gly Thr Ser Glu Glu Gly Asn Leu 
15 10 15 

Leu Ser Thr Val Ser Pro Thr Val Lys Ala Leu Phe Gly Lys Thr Arg 
20 25 30 

Val Ser Pro He Phe Pro Phe Ser Pro Arg Ser Pro Phe Gin Pro Leu 
35 40 45 

He Pro Arg Thr Pro Gly Ser Pro Trp Gly Pro Val Gly Pro Ala Ser 
50 " 55 60 

Pro Leu Gly Pro Gly Phe Pro He Gly Pro Met Gly Pro Gly Lys Pro 
65 70 75 80 

Val Gly Pro Lys Gly Pro Met Leu Pro Leu Gly Pro Ser Gly Pro Val 
85 90 95 

Gly Pro Thr Ser Pro Leu Phe Pro Phe Cys Pro 
100 105 



<210> 56 

<211> 1439 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 56 

agcggctcct gagtgggggc ggggactgct ggagttgcgg ggcctgcctg gggtagggcg 60 
gggcaggaca gcttggagat agggcccgga attgcgggcg tcactctgct cctgcgacct 120 
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agccaggcgt gagggagtga cagcagcgca ttcgcgggac gagagcgatg agtgagaacg 180 

ccgcaccagg tctgatctca gagctgaagc tggctgtgcc ctggggccac atcgcagcca 240 

aagcctgggg ctccctgcag ggccctccag ttctctgcct gcacggctgg ctggacaatg 300 

ccagctcctt cgacagactc atccctcttc tcccgcaaga cttttattac gttgccatgg 360 

atttcggagg tcatgggctc tcgtcccatt acagcccagg tgtcccatat tacctccaga 420 

cttttgtgag tgagatccga agagttgtgg cagccttgaa atggaatcga ttctccattc 480 

tgggccacag cttcggtggc gtcgtgggcg gaatgttttt ctgtaccttc cccgagatgg 54 0 

tggataaact tatcttgctg gacacgccgc tctttctcct ggaatcagat gaaatggaga 600 

acttgctgac ctacaagcgg agagccatag agcacgtgct gcaggtagag gcctcccagg 660 

agccctcgca cgtgttcagc ctgaagcagc tgctgcagag gttactgaag agcaatagcc 720 

acttgagtga ggagtgcggg gagcttctcc tgcaaagagg aaccacgaag gtggccacag 780 

gtctggttct gaacagagac cagaggctcg cctgggcaga gaacagcatt gacttcatca 84 0 

gcagggagct gtgtgcgcat tccatcagga agctgcaggc ccatgtcctg ttgatcaaag 900 

cagtccacgg atattttgat tcaagacaga attactctga gaaggagtcc ctgtcgttca 960 

tgatagacac gatgaaatcc accctcaaag agcagttcca gtttgtggaa gtcccaggca 1020 

atcactgtgt ccacatgagc gaaccccagc acgtggccag tatcatcagc tccttcttac 1080 

agtgcacaca catgctccca gcccagctgt agctctgggc ctggaactat gaagacctag 1140 

tgctcccaga ctcaacactg ggactctgag ttcctgagcc ccacaacaag gccagggatg 1200 

gtggggacag gcctcactag tcttgaggcc cagcctagga tggtagtcag gggaaggagc 1260 

gagattccaa cttcaacatc tgtgacctca agggggagac agagtctggg ttccagggct 1320 

gctttctcct ggctaataat aaatatccag ccagctggag gaaggaaggg caggctgggc 1380 

ccacctagcc tttccctgct gcccaactgg atggaaaata aaaggttctt gtattctca 14 39 

<210> 57 
<211> 314 
<212> PRT 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 57 

Met Ser Glu Asn Ala Ala Pro Gly Leu He Ser Glu Leu Lys Leu Ala 



Val Pro Trp Gly His He Ala Ala Lys Ala Trp Gly Ser Leu Gin Gly 
20 25 30 

Pro Pro Val Leu Cys Leu His Gly Trp Leu Asp Asn Ala Ser Ser Phe 
35 40 45 

Asp Arg Leu He Pro Leu Leu Pro Gin Asp Phe Tyr Tyr Val Ala Met 
50 55 60 

Asp Phe Gly Gly His Gly Leu Ser Ser His Tyr Ser Pro Gly Val Pro 
65 70 75 80 

Tyr Tyr Leu Gin Thr Phe Val Ser Glu He Arg Arg Val Val Ala Ala 



Leu Lys Trp Asn Arg Phe Ser He Leu Gly His Ser Phe Gly Gly Val 
100 105 110 
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Val Gly Gly Met Phe Phe Cys Thr Phe Pro Glu Met Val Asp Lys Leu 
115 120 125 



He Leu Leu Asp Thr Pro Leu Phe Leu Leu Glu Ser Asp Glu Met Glu 
130 135 , 140 



Asn Leu Leu Thr Tyr Lys Arg Arg Ala He Glu His Val Leu Gin Val 
145 150 155 160 



Glu Ala Ser Gin Glu Pro Ser His Val Phe Ser Leu Lys Gin Leu Leu 
165 1*70 175 



Gin Arg Leu Leu Lys Ser Asn Ser His Leu Ser Glu Glu Cys Gly Glu 
180 185 190 



Leu Leu Leu Gin Arg Gly Thr Thr Lys Val Ala Thr Gly Leu Val Leu 
195 200 205 



Asn Arg Asp Gin Arg Leu Ala Trp Ala Glu Asn Ser He Asp Phe He 
210 " 215 220 



Ser Arg Glu Leu Cys Ala His Ser He Arg Lys Leu Gin Ala His Val 
225 ~ 230 235 240 



Leu Leu He Lys Ala Val His Gly Tyr Phe Asp Ser Arg Gin Asn Tyr 
245 250 255 



Ser Glu Lys Glu Ser Leu Ser Phe Met He Asp Thr Met Lys Ser Thr 
260 265 270 



Leu Lys Glu Gin Phe Gin Phe Val Glu Val Pro Gly Asn His Cys Val 
275 280 285 



His Met Ser Glu Pro Gin His Val Ala Ser He He Ser Ser Phe Leu 
290 295 300 



Gin Cys Thr His Met Leu Pro Ala Gin Leu 
305 J 310 



<210> 58 

<211> 1280 

<212> DNA 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 



<400> 58 
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agcggctcct gagtgggggc ggggactgct ggagttgcgg ggcctgcctg gggtagggcg 60 

gggcaggaca gcttggagat agggcccgga attgcgggcg tcactctgct cctgcgacct 120 

agccaggcgt gagggagtga cagcagcgca ttcgcgggac gagagcgatg agtgagaacg 180 

ccgcaccagg tctgatctca gagctgaagc tggctgtgcc ctggggccac atcgcagcca 24 0 

aagcctgggg ctccctgcag ggccctccag ttctctgcct gcacggctgg ctggacaatg 300 

ccagctcctt cgacagactc atccctcttc tcccgcaaga cttttattac gttgccatgg 360 

atttcggagg tcatgggctc tcgtcccatt acagcccagg tgtcccatat tacctccaga 420 

cttttgtgag tgagatccga agagttgtgg cagccttgaa atggaatcga ttctccattc 4 80 

tgggccacag cttcggtggc gtcgtgggcg gaatgttttt ctgtaccttc cccgagatgg 540 

tggataaact tatcttgctg gacacgccgc tctttctcct ggaatcagat gaaatggaga 600 

acttgctgac ctacaagcgg agagccatag agcacgtgct gcaggtagag gcctcccagg 660 

agccctcgca cgtgttcagc ctgaagcagc tgctgcagag gttactgaag agcaatagcc 720 

acttgagtga ggagtgcggg gagcttctcc tgcaaagagg aaccacgaag gtggccacag 780 

gcagagaaca gcattgactt catcagcagg gagctgtgtg cgcattccat caggaagctg 840 

caggcccatg tcctgttgat caagtaagtc tggacccatc cccttcagcc acc9gccaag 900 

gagacatggg cgccaggaat ctccgggagg gggccctggc atgaggctcc aagttctctg 960 

cgtgtcgacc acatcgctaa ggctcaagat cttttttggg aagcccccct ggcagcaggg 1020 

tcatggaagg aggaaggtca gaggagggga gggctcgggc agcaggggat gggccggggc 1080 

tgtcccatgc ctttccacag gtgtcagcgg ggggcatgcc caggtaaggc tccataacca 1140 

gtgagcccag tctcggctga ctgcaacctc tgtctcctgg attcaaacga ttctcctgcc 1200 

tcagcctccc gagtagctgg gactacaggc gcccgccacc aggcctggct tatttttgta 12 60 

tttttagtag agacgaggtt 1280 



<210> 59 

<211> 209 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 

<400> 59 

Met Ser Glu Asn Ala Ala Pro Gly Leu lie Ser Glu Leu Lys Leu Ala 
1 5 10 15 . 



Val Pro Trp Gly His lie Ala Ala Lys Ala Trp Gly Ser Leu Gin Gly 
20 25 30 

Pro Pro Val Leu Cys Leu His Gly Trp Leu Asp Asn Ala Ser Ser Phe 
35 40 45 

Asp Arg Leu He Pro Leu Leu Pro Gin Asp Phe Tyr Tyr Val Ala Met 
50 55 60 



Asp Phe Gly Gly His Gly Leu Ser Ser His Tyr Ser Pro Gly Val Pro 
65 " 70 75 80 



Tyr Tyr Leu Gin Thr Phe Val Ser Glu He Arg Arg Val Val Ala Ala 
85 90 95 



Leu Lys Trp Asn Arg Phe Ser He Leu Gly His Ser Phe Gly Gly Val 
100 105 110 
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Val Gly Gly Met Phe Phe Cys Thr Phe Pro Glu Met Val Asp Lys Leu 
115 120 125 



He Leu Leu Asp Thr Pro Leu Phe Leu Leu Glu Ser Asp Glu Met Glu 
130 135 140 



Asn Leu Leu Thr Tyr Lys Arg Arg Ala He Glu His Val Leu Gin Val 
145 150 ^ 155 160 



Glu Ala Ser Gin Glu Pro Ser His Val Phe Ser Leu Lys Gin Leu Leu 
165 170 175 ; 



Gin Arg Leu Leu Lys Ser Asn Ser His Leu Ser Glu Glu Cys Gly Glu 
180 185 190 



Leu Leu Leu Gin Arg Gly Thr Thr Lys Val Ala Thr Gly Arg Glu Gin 
195 200 205 



His 



<210> 60 

<211> 1957 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 60 

tctctctgtt 

ccattacagc 

tgtggcaggt 

ccctcttatc 

ctgggctctg 

tcgcttcctc 

agggatttcc 

gaccttctgg 

cagcttcggt 

ggataggagc 

agagggtcag 

atggtgcccc 

gtgagggaat 

agtagatggc 

aaggaggaag 

ttataccagg 

cccatacccg 

ctgggtgcag 

gcctcttggt 

cagggaaagg 

ctcacatgtt 

cgctctttct 

tagagcacgt 



tcagactttt 

ccaggtgtcc 

aagaaacaga 

actggaggcg 

gccccaggtc 

cagtgggtcc 

tgagcctggg 

ctccttgcat 

gagtacagtg 

tgctgcccca 

tctgatgaag 

ccccccccaa 

gtcacccaca 

tttgtctggc 

gagaaggtac 

aagttggtgt 

gtcccaccgc 

acttaggggt 

cagcaccctc 

cgggagtgtc 

tttctgtacc 

cctggaatca 

gctgcaggta 



attacgttgc 
catattacct 
gtgtgtattt 
gggtaggatc 
tgccagcaat 
cccaagctag 
gactagaagc 
ttccagcctt 
gccaggagct 
cccctttccc 
gggacatcat 
ctggtgggaa 
gctcttttgt 
caactggggc 
ctgggacaga 
aaacggtgga 
accctggagt 
ggtgggggaa 
cccccagcct 
ctttccttct 
ttccccgaga 
gatgaaatgg 
gaggcctccc 



catggatttc 
ccagactttt 
tcggcggtgt 
caggaagcag 
tcacgggaga 
tgtcctgggt 
aagatcgtgg 
gaaatggaat 
gaccgggccc 
ctgcacttat 
ggcccagatg 
gaagctttag 
cccccaggtg 
tcccttgggt 
aagtgcctcc 
gactcctggt 
ccagccatca 
ggcacaccat 
aaaagatgtt 
tccccctatt 
tggtggataa 
agaacttgct 
aggagccctc 



ggaggtcatg 
gtgagtgaga 
ggggggtgct 
cgctggcctg 
tcttgggaaa 
ggacacccca 
gctgagcctg 
cgattctcca 
ggagtagggc 
gagatctgca 
ctgagccccc 
ggtatgcagc 
gcgtcgtggg 
ggagtgggga 
tcctgtcaca 
agagttcatg 
ccaaggtctg 
agatagaaga 
tcggggaact 
cattctcccc 
acttatcttg 
gacctacaag 
gcacgtgttc 



ggctctcgtc 

tccgaagagt 

ctagggcacc 

agagtggggc 

gttgaagagt 

gatgctggga 

tgcccagccg 

ttctgggcca 

tgggagggaa 

aagagagatg 

agccacccat 

tggggaggga 

cggaatggtg 

ggggagcaca 

gtgacagtcc 

tttccacgcc 

gagctcagtg 

ttctcctctg 

ccagggtccc 

ttttggcatc 

ctggacacgc 

cggagagcca 

agcctgaagc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
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agctgctgca gaggttactg aagagcaata gccacttgag tgaggagtgc ggggagcttc 1440 

tcctgcaaag aggaaccacg aaggtggcca caggtctggt tctgaacaga gaccacjaggc 1500 

tcgcctgggc agagaacagc attgacttca tcagcaggga gctgtgtgcg cattccatca 1560 

ggaagctgca ggcccatgtc ctgttgatca aagcagtcca cggatatttt gattcaagac 1620 

agaattactc tgagaaggag tccctgtcgt tcatgataga cacgatgaaa tccaccctca 1680 

aagaggtaag acggggctca ggcagctggt gtccagccac tgtcgcccac tctggtccca 1740 

cctcacccat ctcttctcat gcactgggaa gaccctgggt ctgcccccag gcccaacaag 1800 

tgaccaccag gatctatcag gcctcatgct ccactgtggt cagtccctag aggcctaggg 1860 

acacatgtaa tcagaattaa ggaaacagag acctttggtg gggaacccct gccaggttca 1920 

agctactctc gtgcctcagc ctcctgagta gctggga 1957 

<210> 61 
<211> 244 
<212> PRT 

<213> Artificial - , 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 61 

Met Phe Arg Gly Thr Pro Gly Ser Pro Gly Lys Gly Gly Ser Val Leu 
15 10 15 



Ser Phe Phe Pro Leu Phe He Leu Pro Phe Trp His Pro His Met Phe 
20 25 30 



Phe Cys Thr Phe Pro Glu Met Val Asp Lys Leu He Leu Leu Asp Thr 
35 40 45 



Pro Leu Phe Leu Leu Glu Ser Asp Glu Met Glu Asn Leu Leu Thr Tyr 
50 55 60 



Lys Arg Arg Ala He Glu His Val Leu Gin Val Glu Ala Ser Gin Glu 
65 " 70 75 80 



Pro Ser His Val Phe Ser Leu Lys Gin Leu Leu Gin Arg Leu Leu Lys 
85 90 95 



Ser Asn Ser His Leu Ser Glu Glu Cys Gly Glu Leu Leu Leu Gin Arg 
100 105 110 



Gly Thr Thr Lys Val Ala Thr Gly Leu Val Leu Asn Arg Asp Gin Arg 
115 120 125 



Leu Ala Trp Ala Glu Asn Ser He Asp Phe He Ser Arg Glu Leu Cys 
130 135 140 



Ala His Ser He Arg Lys Leu Gin Ala His Val Leu Leu He Lys Ala 
145 150 155 160 
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Val His Gly Tyr Phe Asp Ser Arg Gin Asn Tyr Ser Glu Lys Glu Ser 
165 170 175 



Leu Ser Phe Met He Asp Thr Met Lys Ser Thr Leu Lys Glu Val Arg 
180 185 190 



Arg Gly Ser Gly Ser Trp Cys Pro Ala Thr Val Ala His Ser Gly Pro 
195 " " 200 205 



Thr Ser Pro He Ser Ser His Ala Leu Gly Arg Pro Trp Val Cys Pro 
210 215 220 



Gin Ala Gin Gin Val Thr Thr Arg He Tyr Gin Ala Ser Cys Ser Thr 
225 230 235 240 



Val Val Ser Pro 



<210> 62 

<211> 1165 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 62 

aaaagaacat 

aaccgagtag 

cctggggcca 

tgcacggctg 

acttttatta 

gtgtcccata 

aatggaatcg 

tctgtacctt 

tggaatcaga 

tgcaggtaga 

ggttactgaa 

gaaccacgaa 

agaacagcat 

cccatgtcct 

agaaggagtc 

ggggctcagg 

cttctcatgc 

tctatcaggc 

agaattaagg 

gcctcagcct 



tctggcacgt 
gagggcctat 
catcgcagcc 
gctggacaat 
cgttgccatg 
ttacctccag 
attctccatt 
ccccgagatg 
tgaaatggag 
ggcctcccag 
gagcaatagc 
ggtggccaca 
tgacttcatc 
gttgatcaaa 
cctgtcgttc 
cagctggtgt 
actgggaaga 
ctcatgctcc 
aaacagagac 
cctgagtagc 



gggtggagaa 
aacagcccag 
aaagcctggg 
gccagctcct 
gatttcggag 
acttttgtga 
ctgggccaca 
gtggataaac 
aacttgctga 
gagccctcgc 
cacttgagtg 
ggtctggttc 
agcagggagc 
gcagtccacg 
atgatagaca 
ccagccactg 
ccctgggtct 
actgtggtca 
ctttggtggg 
tggga 



cagaagcagg 
gtctgatctc 
gctccctgca 
tcgacagact 
gtcatgggct 
gtgagatccg 
gcttcggtgg 
ttatcttgct 
cctacaagcg 
acgtgttcag 
aggagtgcgg 
tgaacagaga 
tgtgtgcgca 
gatattttga 
cgatgaaatc 
tcgcccactc 
gcccccaggc 
gtccctagag 
gaacccctgc 



ggcaagagga 
agagctgaag 
gggccctcca 
catccctctt 
ctcgtcccat 
aagagttgtg 
cgtcgtgggc 
ggacacgccg 
gagagccata 
cctgaagcag 
ggagcttctc 
ccagaggctc 
ttccatcagg 
ttcaagacag 
caccctcaaa 
tggtcccacc 
ccaacaagtg 
gcctagggac 
caggttcaag 



gaaggagggc 
ctggctgtgc 
gttctctgcc 
ctcccgcaag 
tacagcccag 
gcagccttga 
ggaatgtttt 
ctctttctcc 
gagcacgtgc 
ctgctgcaga 
ctgcaaagag 
gcctgggcag 
aagctgcagg 
aattactctg 
gaggtaagac 
tcacccatct 
accaccagga 
acatgtaatc 
ctactctcgt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1165 



<210> 63 

<211> 351 

<212> PRT 

<213> Artificial 



<220> 



WO 2005/067629 PCT/US2005/000040 

<223> cDNA or putative protein derived from a cDNA. 
<400> 63 

Lys Asn He Leu Ala Arg Gly Trp Arg Thr Glu Ala Gly Ala Arg Gly 
15 10 15 

Glu Gly Gly Gin Pro Ser Arg Arg Ala Tyr Asn Ser Pro Gly Leu He 
20 25 30 

Ser Glu Leu Lys Leu Ala Val Pro Trp Gly His He Ala Ala Lys Ala 
35 40 45 

Trp Gly Ser Leu Gin Gly Pro Pro Val Leu Cys Leu His Gly Trp Leu 
50 55 60 

Asp Asn Ala Ser Ser Phe Asp Arg Leu He Pro Leu Leu Pro Gin Asp 
65 70 75 80 

Phe Tyr Tyr Val Ala Met Asp Phe Gly Gly His Gly Leu Ser Ser His 
85 90 95 

Tyr Ser Pro Gly Val Pro Tyr Tyr Leu Gin Thr Phe Val Ser Glu He 
100 105 HO 

Arg Arg Val Val Ala Ala Leu Lys Trp Asn Arg Phe Ser He Leu Gly 
115 120 125 

His Ser Phe Gly Gly Val Val Gly Gly Met Phe Phe Cys Thr Phe Pro 
130 " 135 140 

Glu Met Val Asp Lys Leu He Leu Leu Asp Thr Pro Leu Phe Leu Leu 
145 " 150 155 160 

Glu Ser Asp Glu Met Glu Asn Leu Leu Thr Tyr Lys Arg Arg Ala He 
165 170 175 

Glu His Val Leu Gin Val Glu Ala Ser Gin Glu Pro Ser His Val Phe 
180 185 190 

Ser Leu Lys Gin Leu Leu Gin Arg Leu Leu Lys Ser Asn Ser His Leu 
195 200 205 

Ser Glu Glu Cys Gly Glu Leu Leu Leu Gin Arg Gly Thr Thr Lys Val 
210 215 220 



Ala Thr Gly Leu Val Leu Asn Arg Asp Gin Arg Leu Ala Trp Ala Glu 



WO 2005/067629 

225 230 



235 



PCT/US2005/000040 



240 



Asn Ser He Asp Phe He Ser Arg Glu Leu Cys Ala His Ser He Arg 

245 250 255 

Lys Leu Gin Ala His Val Leu Leu He Lys Ala Val His Gly Tyr Phe 

260 265 270 

Asp Ser Arg Gin Asn Tyr Ser Glu Lys Glu Ser Leu Ser Phe Met He 

275 280 • 285 

Asp Thr Met Lys Ser Thr Leu Lys Glu Val Arg Arg Gly Ser Gly 'Ser 

290 295 300 

Trp Cys Pro Ala Thr Val Ala His Ser Gly Pro Thr Ser Pro He Ser 

305 310 315 320 

Ser His Ala Leu Gly Arg Pro Trp Val Cys Pro Gin Ala Gin Gin Val 

325 330 335 

Thr Thr Arg He Tyr Gin Ala Ser Cys Ser Thr Val Val Ser Pro 



<210> 64 
<211> 2258 
<212> DNA 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 64 

ggcacgaggg cctctgtctc catctctgcc ctttgaaaca aaagggtatt tcttttctct 60 

cttcagcccc caacccagtg gaggcccggc ttgggacatt gttcacttcc cctcgcttcc 120 

cctctagaag ccccctttgc catccctgca ccttgtttcg ggtgatgccc gagagggagc 180 

tgtggccagc ggggactggc tcagaacccg tgacccgtgt cggcagctgt gacagcatga 240 

tgagcagcac ctccacccgc tctggatcta gtgatagcag ctacgacttc ctgtccactg 300 

aagagaagga gtgtctgctc ttcctggagg agaccattgg ctcactggac acggaggctg 360 

acagcggact gtccactgac gagtctgagc cagccacaac tcccagaggt ttccgagcac 420 

tgcccataac ccaacccact ccccggggag gtccagagga gaccatcact cagcaaggac 4 80 

gaacgccaag gacagtaact gagtccagct catcccaccc tcctgagccc cagggcctag 540 

gcctcaggtc tggctcctac agcctcccta ggaatatcca cattgccaga agccagaact 600 

tcaggaaaag caccacccag gctagcagtc acaaccctgg agaaccgggg aggcttgcgc 660 

cagagcctga gaaagaacag gtcagccaga gcagccaacc caggcaggca cctgccagcc 720 

cccaggaggc tgcccttgac ttggacgtgg tgctcatccc tccgccagaa gctttccggg 780 

acacccagcc agagcagtgt agggaagcca gcctgcccga ggggccagga cagcagggcc 840 

acacacccca gctccacaca ccatccagct cccaggaaag agagcagact ccttcagaag 900 

ccatgtccca aaaagccaag gaaacagtct caaccaggta cacacaaccc cagcctcctc 960 

ctgcagggtt gcctcagaat gcaagagctg aagatgctcc cctctcatca ggggaggacc 1020 

caaacagccg actagctccc ctcacaaccc ctaagccccg gaagctgcca cctaatattg 1080 

ttctgaagag cagccgaagc agtttccaca gtgaccccca gcactggctg tcccgccaca 1140 

ctgaggctgc ccctggagat tctggcctga tctcctgttc actgcaagag cagagaaaag 1200 

cacgtaaaga agctctagag aagctggggc taccccagga tcaagatgag cctggactcc 1260 
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acttaagtaa 
cagctccagg 
ctgggaaggc 
caatgaagtc 
ctaaggcccc 
tccaggagag 
gctcaggcgt 
gcacttctct 
ctcggccccg 
agctggctga 
gtgacaagct 
atgaacacag 
cagtacagac 
ccaccacgca 
tttatattca 
aagagggtgt 
ctgaagctat 



gcccaccagc 
tctggctcag 
tctggctcaa 
tccagctcca 
aagggcaaac 
caacacccct 
gggactgagc 
gggaaagggc 
cccggcctcc 
cctggagcag 
tcctcgcccc 
aagggaggcc 
cctgtcctgg 
actcagggct 
gtgttgtgcc 
gtgtgtgtgt 
tgatataaca 



tccatcagac 
cctgcagctc 
gctccggctc 
ggcaatgttg 
agtgccctga 
ggcctgagac 
agctaccttt: 
tccttcttgg 
ctgggcacgg 
gagcagagct 
ccctgtgtca 
ctgaagaagc 
ctgaacaaga 
caagatgaat 
attgagttcc 
gtttggtgtg 
caatgagtca 



ccaaggagac 
cagcccaggc 
cagctccagg 
cagctagcaa 
ctccaccgaa 
agatgaactt 
caactgagaa 
acaagatctc 
ggaaagattt 
ccaagcgcct 
gtgtcaagat 
tgggactgtt 
agagacacat 
gggagggaga 
catgtggatc 
tgtgtggagg 
ctgttcag 



acgggcccag 
ctcagcagct 
tccagctcag 
atctatgcca 
gccagagtca 
caagtccaac 
agatgccagc 
gcccagtgtc 
tgcaggtatc 
gtcctaccaa 
ctccccaaag 
gaaggagtag 
gctccacttg 
gatttgagtc 
attctgaagg 
gggggccgct 



catctgtccc 
attcctgctg 
ggacctttgc 
attcctatcc 
gggctgactc 
actctggagc 
cccaaaacca 
ttacgtaatt 
caggtaggca 
ggacagagcc 
ggtgtcccca 
actctgcgac 
ggagcctttg 
caagcataca 
tgatctccac 
ggatacatca 



1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2258 



<210> 65 

<211> 3329 

<212> DNA 

<213> Artificial 



<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 65 

gtgggggcca ggcagcacag atgaagcatt tacctatcta ggtaagtcag gaggagctca 60 

aaaggagaag aaaacagtag gaggcaggg<g aagcagcctc tgtctccatc tctgcccttt 120 

gaaacaaaag ggtatttctt ttctctcttc agcccccaac ccagtggagg cccggcttgg 180 

gacattgttc acttcccctc gcttcccctc tagaagcccc ctttgccatc cctgcacctt 240 

gtttcgggtg atgcccgaga gggagctgtg gccagcgggg actggctcag aacccgtgac 300 

ccgtgtcggc agctgtgaca gcatgatgag cagcacctcc acccgctctg gatctagtga 360 

tagcagctac,gacttcctgt ccactgaaga gaaggagtgt ctgctcttcc tggaggagac 420 

cattggctca ctggacacgg aggctgacag cggactgtcc actgacgagt ctgagccagc 480 

cacaactccc agaggtttcc gagcactgcc cataacccaa cccactcccc ggggaggtcc 540 

agaggagacc atcactcagc aaggacgaac gccaaggaca gtaactgagt ccagctcatc 600 

ccaccctcct gagccccagg gcctaggcct caggtctggc tcctacagcc tccctaggaa 660 

tatccacatt gccagaagcc agaacttcag gaaaagcacc acccaggcta gcagtcacaa 720 

ccctggagaa ccggggaggc ttgcgccaga gcctgagaaa gaacaggtca gccagagcag 780 

ccaacccagg caggcacctg ccagccccca ggaggctgcc cttgacttgg acgtggtgct 840 

catccctccg ccagaagctt tccgggacac ccagccagag cagtgtaggg aagccagcct 900 

gcccgagggg ccaggacagc agggccacac accccagctc cacacaccat ccagctccca 960 

ggaaagagag cagactcctt cagaagccat gtcccaaaaa gccaaggaaa cagtctcaac 1020 

caggtacaca caaccccagc ctcctcctgc agggttgcct cagaatgcaa gagctgaaga 1080 

tgctcccctc tcatcagggg aggacccaaa cagccgacta gctcccctca caacccctaa 1140 

gccccggaag ctgccaccta atattgttct gaagagcagc cgaagcagtt tccacagtga 1200 

cccccagcac tggctgtccc gccacactga ggctgcccct ggagattctg gcctgatctc 1260 

ctgttcactg caagagcaga gaaaagcacg taaagaagct ctagagaagc tggggctacc 1320 

ccaggatcaa gatgagcctg gactccactt aagtaagccc accagctcca tcagacccaa 1380 

ggagacacgg gcccagcatc tgtccccagc tccaggtctg gctcagcctg cagctccagc 1440 

ccaggcctca gcagctattc ctgctgctgg gaaggctctg gctcaagctc cggctccagc 1500 

tccaggtcca gctcagggac ctttgccaat gaagtctcca gctccaggca atgttgcagc 1560 

tagcaaatct atgccaattc ctatccctaa ggccccaagg gcaaacagtg ccctgactcc 1620 

accgaagcca gagtcagggc tgactctcca ggagagcaac acccctggcc tgagacagat 1680 

gaacttcaag tccaacactc tggagcgctc aggcgtggga ctgagcagct acctttcaac 1740 

tgagaaagat gccagcccca aaaccagcac ttctctggga aagggctcct tcttggacaa 1800 

gatctcgccc agtgtcttac gtaattctcg gccccgcccg gcctccctgg gcacggggaa 1860 

agattttgca ggtatccagg taggcaagct ggctgacctg gagcaggagc agagctccaa 1920 

gcgcctgtcc taccaaggac agagccgtga caagcttcct cgccccccct gtgtcagtgt 1980 
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caagatctcc 
actgttgaag 
acacatgctc 
gggagagatt 
tggatcattc 
tggagggggg 
tcagaatttt 
ctgagtgaag 
atgacttgaa 
gaatccctac 
ccttctggac 
ctcagtatca 
gatagcagaa 
actacctcca 
ctgtcgtccc 
gcactgaccc 
cacccaagaa 
gttccagtga 
gtaagagggg 
ccgggtcagc 
cctctcctta 
tcaaagactc 
taaatattgt 



ccaaagggtg 
gagtagactc 
cacttgggag 
tgagtccaag 
tgaaggtgat 
gccgctggat 
gctcttgtta 
gggctggcca 
aaaaagtcac 
agtggatgga 
aaggcctggg 
ccagtcccaa 
cagctcttgt 
ccagggagag 
tgactctgct 
cagggctggg 
ccgtttcaga 
tagaaaaccc 
cctcagagaa 
ctgccattta 
gccagtgctc 
aaccctaagg 
tcaaactaaa 



tccccaatga 
tgcgaccagt 
cctttgccac 
catacattta 
ctccacaaga 
acatcactga 
gatgttttct 
tgcctgagac 
atccagcaaa 
gactggctca 
ctaagaggag 
agacaggata 
-tggtctgaga 
tccttctcca 
actcccgttc 
ctgacatcaa 
tcttctctgt 
acacaataca 
gctctgacgc 
gggaaagagc 
ttgtacatcc 
cccttcaaga 
aaagttatt 



acacagaagg 
acagaccctg 
cacgcaactc 
tattcagtgt 
gggtgtgtgt 
agctattgat 
tacattgggt 
aaaaagtcaa 
tgcagggtca 
taccttgcca 
ctgattcgtt 
cgtccctgta 
aggcaggata 
caggcttgat 
ttcctgcttt 
gatgggagcc 
gctgatgcag 
tcctctgcca 
agtgctgctg 
tgaggttctt 
acacagcacc 
tctcaaagtg 



gaggccctga 
tcctggctga 
agggctcaag 
tgtgccattg 
gtgtgtgttt 
ataacacaat 
agagtccagc 
atgagacaat 
catgaaatat 
gatccctctc 
atctcttcac 
acccaatctc 
agtgaccaca 
aaattcaatc 
cctgctccgt 
cagcccacgg 
gtagttttaa 
gtcttaatag 
gggaagggaa 
acccttgttg 
ctaaggagcc 
ccttctgaag 



agaagctggg 

acaagaagag 

atgaatggga 

agttcccatg 

ggtgtgtgtg 

gagtcactgt 

ctagtgagag 

ggacgtgtca 

gggcctcctg 

tcagttccag 

ccactgccct 

tcggttgatt 

tatttatgcc 

accaactgtg 

atctcagtct , 

gctttataaa 

atttttctca 

aatatcagag 

gtgactaacc 

catgctgcca 

atagtcacca 

catcagagat 



2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3120 
3180 
3240 
3300 
3329 



<210> 66 

<211> 601 

<212> PRT 

<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 66 

Met Pro Glu Arg Glu Leu Trp Pro Ala Gly Thr Gly Ser Glu Pro Val 
15 10 15 



Thr Arg Val Gly Ser Cys Asp Ser Met Met Ser Ser Thr Ser Thr Arg 
20 25 30 



Ser Giy Ser Ser Asp Ser Ser Tyr Asp Phe Leu Ser Thr Glu Glu Lys 
35 40 45 



Glu Cys Leu Leu Phe Leu Glu Glu Thr He Gly Ser Leu Asp Thr Glu 
50 55 60 

Ala Asp Ser Gly Leu Ser Thr Asp Glu Ser Glu Pro Ala Thr Thr Pro 
65 70 75 80 

Arg Gly Phe Arg Ala Leu Pro He Thr Gin Pro Thr Pro Arg Gly Gly 
85 90 95 



Pro Glu Glu Thr He Thr Gin Gin Gly Arg Thr Pro Arg Thr Val Thr 
100 105 HO 
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Glu Ser Ser Ser Ser His Pro Pro Glu Pro Gin Gly Leu Gly Leu Arg 
115 120 125 



Ser Gly Ser Tyr Ser Leu Pro Arg Asn lie His lie Ala Arg Ser Gin 
130 "* 135 140 



Asn Phe Arg Lys Ser Thr Thr Gin Ala Ser Ser His Asn Pro Gly Glu 
145 ~ 150 155 160 



Pro Gly Arg Leu Ala Pro Glu Pro Glu Lys Glu Gin Val Ser- Gin Ser- 
165 170 175 



Ser Gin Pro Arg Gin Ala Pro Ala Ser Pro Gin Glu Ala Ala Leu Asp 
180 185 190 



Leu Asp Val Val Leu lie Pro Pro Pro Glu Ala Phe Arg Asp Thr Gin 
195 200 205 



Pro Glu Gin Cys Arg Glu Ala Ser Leu Pro Glu Gly Pro Gly Gin Gin 
210 215 220 



Gly His Thr Pro Gin Leu His Thr Pro Ser Ser Ser Gin Glu Arg Glu 
225 230 235 240 



Gin Thr Pro Ser Glu Ala Met Ser Gin Lys Ala Lys Glu Thr Val Ser 
245 250 255 



Thr Arg Tyr Thr Gin Pro Gin Pro Pro Pro Ala Gly Leu Pro Gin Asn 
260 265 270 



Ala Arg Ala Glu Asp Ala Pro Leu Ser Ser Gly Glu Asp Pro Asn Ser 
275 280 285 



Arg Leu Ala Pro Leu Thr Thr Pro Lys Pro Arg Lys Leu Pro Pro Asn 
290 295 300 



lie Val Leu Lys Ser Ser Arg Ser Ser Phe His Ser Asp Pro Gin His 
305 310 315 320 



Trp Leu Ser Arg His Thr Glu Ala Ala Pro Gly Asp Ser Gly Leu lie 
325 330 " 335 



Ser Cys Ser Leu Gin Glu Gin Arg Lys Ala Arg Lys Glu Ala Leu Glu 
340 345 ~ 350 
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Lys Leu Gly Leu Pro Gin Asp Gin Asp Glu Pro Gly Leu His Leu Ser 
355 360 365 



Lys Pro Thr Ser Ser He Arg Pro Lys Glu Thr Arg Ala Gin His Leu 
370 375 380 



Ser Pro Ala Pro Gly Leu Ala Gin Pro Ala Ala Pro Ala Gin Ala Ser 
385 390 395 400 



Ala Ala He Pro Ala Ala Gly Lys Ala Leu Ala Gin Ala Pro Ala Pro 
405 410 415 



Ala Pro Gly Pro Ala Gin Gly Pro Leu Pro Met Lys Ser Pro Ala Pro 
420 425 430 



Gly Asn Val Ala Ala Ser Lys Ser Met Pro He Pro He Pro Lys Ala 
435 440 445 



Pro Arg Ala Asn Ser Ala Leu Thr Pro Pro Lys Pro Glu Ser Gly Leu 
450 455 460 



Thr Leu Gin Glu Ser Asn Thr Pro Gly Leu Arg Gin Met Asn Phe Lys 
465 470 475 480 



Ser Asn Thr Leu Glu Arg Ser Gly Val Gly Leu Ser Ser Tyr Leu Ser 
485 490 495 



Thr Glu Lys Asp Ala Ser Pro Lys Thr Ser Thr Ser Leu Gly Lys Gly 
500 505 510 



Ser Phe Leu Asp Lys He Ser Pro Ser Val Leu Arg Asn Ser Arg Pro 
515 " 520 525 



Arg Pro Ala Ser Leu Gly Thr Gly Lys Asp Phe Ala Gly He Gin Val 
530 535 540 



Gly Lys Lea Ala Asp Leu Glu Gin Glu Gin Ser Ser Lys Arg Leu Ser 
545 550 555 560 



Tyr Gin Gly Gin Ser Arg Asp Lys Leu Pro Arg Pro Pro Cys Val Ser 
565 570 575 



Val Lys He Ser Pro Lys Gly Val Pro Asn Glu His Arg Arg Glu Ala 
580 585 590 
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Leu Lys Lys Leu Gly Leu Leu Lys Glu 
595 600 



<210> 
<211> 
<212> 
<213> 



67 

753 

DNA 

Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 67 

atgagtgaga 

ctctcgtccc 

cgaagagttg 

gtggataaac 

aacttgctga 

gagccctcgc 

cacttgagtg 

ggtctggttc 

agcagggagc 

gcagtccacg 

atgatagaca 

aatcactgtg 

cagtgcacac 



acgccgcacc 
attacagccc 
tggcaggtgg 
ttatcttgct 
cctacaagcg 
acgtgttcag 
aggagtgcgg 
tgaacagaga 
tgtgtgcgca 
gatattttga 
cgatgaaatc 
tccacatgag 
acatgctccc 



agacttttat 
aggtgtccca 
cgtcgtgggc 
ggacacgccg 
gagagccata 
cctgaagcag 
ggagcttctc 
ccagaggctc 
ttccatcagg 
ttcaagacag 
caccctcaaa 
cgaaccccag 
agcccagctg 



tacgttgcca 
tattacctcc 
ggaatgtttt 
ctctttctcc 
gagcacgtgc 
ctgctgcaga 
ctgcaaagag 
gcctgggcag 
aagctgcagg 
aattactctg 
gagcagttcc 
cacgtggcca 
tag 



tggatttcgg 
agacttttgt 
tctgtacctt 
tggaatcaga 
tgcaggtaga 
ggttactgaa 
gaaccacgaa 
agaacagcat 
cccatgtcct 
agaaggagtc 
agtttgtgga 
gtatcatcag 



aggtcatggg 
gagtgagatc 
ccccgagatg 
tgaaatggag 
ggcctcccag 
gagcaatagc 
ggtggccaca 
tgacttcatc 
gttgatcaaa 
cctgtcgttc 
agtcccaggc 
ctccttctta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
753 



<210> 68 

<211> 2561 

<212> DNA 

<213> Artificial 



<220> 
<223> 



cDNA or putative protein derived from a cDNA. 



<400> 68 

acaccatcct 

ctgcctattc 

gggtcgactc 

gttgagccat 

ccacaaaaac 

ggtggcaaga 

cccagcccac 

cactacctct 

aagaggactc 

ctcctgtcca 

gagagcccaa 

gtagcctatg 

cccctgctgg 

gactacgcag 

gaggcatatg 

cctgacgagg 

actgaggcag 

ctgctcaact 

cgcaagaagt 

cgaccgtact 

cgaggcaggg 

aaggccaccg 

ccacccctcg 

ttgtccttcc 



cttagttgct 
aacgtgtgaa 
tgacattcac 
ggcgggcggg 
gcgctcgcgc 
tggtggcgcg 
tgggcjiacgc 
atgtgagagc 
tttttgtcct 
cctgtggcct 
aggagtcaag 
tggtgttcca 
tgtccacaga 
actctgtgcc 
accagaagat 
agggctgggt 
ccagcttgcg 
tctacgcctg 
tcgaggagga 
gagctgtgag 
cctgcagcgg 
cgtccaacag 
ggtcttgtgc 
tgcttcttgc 



cagactgaaa 
tgcatgagtg 
tcccactttg 
gccggggagg 
cggcgccgaa 
caggaggaag 
agctattcca 
acacggcgtt 
caatgtgccc 
cgtccagtct 
gtcgaagttt 
gaagccaagt 
gagccaccct 
cgaccctgag 
cgctgaggaa 
gaaggtgacc 
ggtgctggag 
gcagcatcga 
caagcagagg 
agccgcagtg 
tctctgagag 
ccccatcaga 
ttcagcagtc 
ctccacaccc 



agctagcagc 
gaaagctgag 
gcgcgctgat 
cgggcttgga 
ccgcaactcc 
tgcgccgcgc 
atcaagttct 
cgacaaggca 
ccatactgca 
gtagagttgc 
tttcatccca 
ggggtgtcag 
gtgaagagtg 
gccctgaggg 
gaagctaagg 
cgccggggcc 
agggagagac 
gagagcaaga 
atcgagctgc 
aatggctgga 
gccgagctct 
gtccacacag 
ctggggaccc 
tcctctccag 



catcctggat 
ttcgcactcg 
ttgcctctga 
gcgagggggc 
cggcgacccc 
gggacccgga 
ctgaaaagca 
ccaagtccac 
cagaggagag 
aggagaagcc 
agccagttcc 
cggccttggc 
gcattcacaa 
tggaagtgga 
ccaaggagga 
ggcggcctgt 
ggaagcgcag 
tggagcatct 
tgcgggccca 
ggtgcagggc 
ggccaacggg 
gccaggaggg 
aggcgtgccg 
gaccctggat 



ttctctcaca 
tgactggccg 
gcggatgaag 
ggggcaggcg 
cgcgctcccg 
ggaccgtatc 
acaggcttct 
ctggcctcag 
cctgtcccgc 
ggacctggct 
gggtttccag 
cctgaagggc 
gtggatcagt 
cacgttcatg 
ggagggggtc 
gctcccccgg 
ccgaaaagag 
agcgcagctg 
gcgcaaattc 
caggaggagg 
ccccaggttg 
aaggaccagg 
agaggaggac 
gaatccgttc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
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tgtgcttcct tttccctcaa tgcaaaagcc cttgctggca acgaaaaagc ctcaaaagca 1500 

gtgagaatac aagaaccttt tattttccat ccagttgggc agcagggaaa ggctaggtgg 1560 

gcccagcctg cccttccttc ctccagctgg ctggatattt attattagcc aggagaaagc 1620 

agccctggaa cccagactct gtctccccct tgaggtcaca gatgttgaag ttggaatctc 1680 

gctccttccc ctgactacca tcctaggctg ggcctcaaga ctagtgaggc ctgtccccac 1740 

catccctggc cttgttgtgg ggctcaggaa ctcagagtcc cagtgttgag tctgggagca 1800 

ctaggtcttc atagttccag gcccagagct acagctgggc tgggagcatg tgtgtgcact 1860 

gtaagaagga gctgatgata ctggccacgt gctggggttc gctcatgtgg acacagtgat 1920 

tgcctgggac ttccacaaac tggaactgct ctttgagggt ggatttcatc gtgtctatca 1980 

tgaacgacag ggactccttc tcagagtaat tctgtcttga atcaaaatat ccgtggactg 2040 

ctttgatcaa caggacatgg gcctgcagct tcctgatgga atgcgcacac agctccctgc 2100 

tgatgaagtc aatgctgttc tctgcccagg cgagcctctg gtctctgttc agaaccagac 2160 

ctgtgggcac cttcgtggtt cctctttgca ggagaactcc ccgcactcct cactcaagtg 2220 

gctattgctc ttcagtaacc tctgcagcag ctgcttcagg ctgaacacgt gcgagggctc 2280 
ctgggaggcc tctacctgca gcacgtgctc tatggctctc cgcttgtagg tcagcaagtt , 2340 

ctccatttca tctgattcca ggagaaagag cggcgtgtcc agcaagataa gtttatccac 2400 

catctcgggg aaggtacaga aaaacattcc gcccacgacg ccacctgcca caactcttcg 24 60 

gatctcactc acaaaagtct ggaggtaata tgggacacct gggctgtaat gggacgagag 2520 

cccatgacct ccgaaatcca tggcaacgta ataaaagtct g 2561 

<210> 69 
<211> 323 
<212> PRT 
<213> Artificial 

<220> 

<223> cDNA or putative protein derived from a cDNA. 
<400> 69 

Met Lys Val Glu Pro Trp Arg Ala Gly Pro Gly Arg Arg Ala Trp Ser 
! 5 10-15 



Glu Gly Ala Gly Gin Ala Pro Gin Lys Arg Ala Arg Ala Gly Ala Glu 
20 25 30 



Pro Gin Leu Pro Ala Thr Pro Ala Leu Pro Gly Gly Lys Met Val Ala 
35 40 45 



Arg Arg Arg Lys Cys Ala Arg Gly Thr Arg Arg Pro Tyr Pro Glu Pro 
50 " 55 60 



Thr Ala Tyr Ala Ala He Pro He Lys Phe Ser Glu Lys Gin Gin Ala 
65 " 70 -75 80 



Ser His Tyr Leu Tyr Val Arg Ala His Gly Val Arg Gin Gly Thr Lys 
85 90 95 



Ser Thr Trp Pro Gin Lys Arg Thr Leu Phe Val Leu Asn Val Pro Pro 
100 105 HO 



Tyr Cys Thr Glu Glu Ser Leu Ser Arg Leu Leu Ser Thr Cys Gly Leu 
115 120 125 
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Val Gin Ser Val Glu Leu Gin Glu Lys Pro Asp Leu Ala Glu Ser Pro 
130 135 140 



Lys Glu Ser Arg Ser Lys Phe Phe His Pro Lys Pro Val Pro Gly Phe 
145 150 155 160 



Gin Val Ala Tyr Val Val Phe Gin Lys Pro Ser Gly Val Ser Ala Ala 
165 170 175 



Leu Ala Leu Lys Gly Pro Leu Leu Val Ser Thr Glu Ser His Pro Val 
180 185 190 - 



Lys Ser Gly lie His Lys Trp He Ser Asp Tyr Ala Asp Ser Val Pro 
195 200 205 



Asp Pro Glu Ala Leu Arg Val Glu Val Asp Thr Phe Met Glu Ala Tyr 
210 215 220 



Asp Gin Lys He Ala Glu Glu Glu Ala Lys Ala Lys Gly Glu Glu Gly 
225 230 235 240 



Val Pro Asp Glu Glu Gly Trp Val Lys Val Thr Arg Arg Gly Arg Arg 
245 250 255 



Leu Cys Ser Pro Gly Leu Arg Gin Pro Ala Cys Gly Cys Trp Arg Gly 
260 265 270 



Arg Asp Gly Ser Ala Ala Lys Arg Ala Ala Gin Leu Leu Arg Leu Ala 
275 280 285 



Ala Ser Arg Glu Gin Asp Gly Ala Ser Ser Ala Ala Arg Lys Lys Phe 
290 " 295 300 



Glu Glu Asp Lys Gin Arg He Glu Leu Leu Arg Ala Gin Arg Lys Phe 
305 ~ 310 315 320 



Arg Pro Tyr 



